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DNA Sequence Analysisfor the Promoter of Pyruvate Oxidase Gene from Strptococcus Oralis
ZHANG Jincai ~ , ZHANG Rong, ZHANG Yunhui. ( ~ Department of Periodontology , Guangdong Provincial Stomatological Hospi-
tal , Guangzhou 510280, China)

Abdgract  Objective To eucidate the nolecuar gructure of pyruveate oxidase gene pronoter. Methods  The 1. 30 kb
fragment with promoter activity , amplified from upstream of Streptococcus oralis pyruvate oxidase gene ( Sopox) , was cloned into
vector BBK-QMIV. The postive trandormed E. cdi JM109 clone was selected , the recombinant plasmid wasfurther i dentified with
regriction mgpping anadyss. The postive recombinant plasmid was gudied with sequence andlyds. Results  After digesting the
recombinant plasmid with Hind , 1 % agarose eectrophoress showed 1 30 kb fragment , which was consgent with predicted
sze. Sequence andyssreveded 1 350 bp. Concluson  The Sopox pronoter regon is sequenced. Further characterization of the
Sopox promoter regon will e ucidate the nolecular mechanism o HO, production of  streptococcus oralis.
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GCTGGAGCTCGCGCGCCTGCAGGTCGACACTAGT GGA
TCCAAAGAATTCAAAAAGCTTTAAAAAATAGICGAGECG
GCTATACGACGCCACAAGAACGITCATTAGIGAAATATTTGG
TTGCCAAATCA GACTTACCCACTAGTGTGATTAATATTTTGGT
TAACTATGITTACAACATTCAACAACAACCGACTTTAAAARC
GGAGTATGTGATCGAATTGCGAATCAATGGGGACAAA GTGG
CATTCATTCACCA GAAAAA GCAATTGAACATGICAGA GAATT
GGCAAAACAAA GCCATACCAAACAAAAACA GCCACAACAAA
ATTATTCA GGGAAACGCCAAACTGITCCACAAGACGCCGATTEC
CAGAATGGECA GATCA GCCAAACGATGAAACAAAACTTTCCCC
AGGAAGAACAA GCCGAGITAGATCCACAAATTCAAGAATTTT
TAAACCAA GCA GGTGACCAATGATGGAA CACGTAGGAAA A
AATGICAAAAATTATCCA GAAGCGTGACATCAAATGAACGAT
ATGAACGAGCTGGTTAACGAA GTATTGAAAGATCAAGATGTTC
AAGCCTTTATACAA GCAAACCCGA GACCGITTAACCCATGAAG
ATATTCGTAAAA GTTATGCTAAGCTGTATGAATTTGITCAACGA
AAAAAA GAAATTTCAATTAAACGATCCA GCAATGATTGCTCC
AGCCTATGAGCCAAGATTAATGTITGAATTTTCATTACATTGA
TGTAACGTATGICCCAACGGCTGATTTAATCGCCCGICAGAA
GGAA GAAGAAATTCGTAATCGA GTAA GGRCAATGGACATQACC
AAAA GATGTCCCA GAAGCAAATTTACCGA GATTTCCGATCCATC
TTCTCAA GGTCGA GCCAAA GCGTTAGCA GAAGCAATGCAATT
TTTAAGA GAATATCCTGCGACACCAAAA GAATTTCATAAA GG
GATCTATTTACAA GGTCCCTTCGGT GTA GGAAAATCTTTCTT
ATTAGGTGCCGATGCCTAATGCTTTAGCAGAACGTGGATTTAC
TACGACAATTGITCATTTTCCAACATTTACAGTAGAAATGAA
GCAA GCCATTGGTCGCGATCAA GTTGGTGAAAACCTCGATRC
AGTAAAAAAATCCCCTATATTAATGATTGATGACATTGGTCC
GGAATCCATGACTAGITGGATTCGTGACCGACGTTTTAA GCGT
AATCTTGCAATACCGAATGCAAGAACAATTAGITACTTTTIT
CTCTTCCAATCTAGATTTAAAAGCTTCTCGAGAGTACTTC
TAGAGCGGCCGCGGGCCCATCGATTTTCCACCCGGG
TGGGGTACCAGGTAAGTGTACC
2 Sopox
Fg2 The sequence of Sopox pronotor regon
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