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Genetic Polymorphisms in Exon 4 of IGF 2 Gene of Red Cattle and Its
Genetic Effects

NIU Wei-ping, LIU Jing, ZHANG Jin-yu, ZHANG Ming-jun, YANG Run-jun, ZHAO Zhi-hui
College of Veterinary Medicine, Jilin University, Changchun 130062, China

Abstract: The method of PCR-SSCP was used to study the genetic polymorphism of IGF2 gene exon 4 in Red Cattle.
Using the linear model, the correlations of different genotypes of mutation points with the naked body and meat
quality traits was analyzed. The results showed that there is a SNP site (C250G) in exon 4. The gene has two
genotypes, AA and AB. In rid fat weight, genotype AB is 3.1% higher than genotype AA (P<0.05)
bone weight and eye muscle area, genotype AB is 15.7% and 46.05% lower than genotype AA, respectively (P <0.01).

. Meanwhile, in

The genetic polymorphism of the IGF2 gene Exon4 probably has direct genetic effects on meat quality traits in Red
Cattle.
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Fig. 1. Exon4 amplified fragment of IGF2 gene
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Fig.3. The ridge of sequencing of IGF2
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#1  IGREEMERNESSMNERRE
Table 1. Allele and genotype frequencies of IGF2 gene in Red Cattle
FE PR T i S HE R AR
Genotype frequency Allele frequency

AA AB BB A B
for thHcE
b 33 17 0
Number
Wi 2% 0.81 0.19
66 34 0
Frequency
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IGF2 FE K 2 Pk e 8 a) , AA Jo PRI BB M 5 Vs o &2
HR R MR EET AB JEH R ANMA, AR5
B, BFREFRE. BRI ST AB JE KA
AMAE. 24 SPSS s GLM AL E W], IGF2
FERR 2 MERBMEREZES L (P<0.05), H
Jo B AT AR VLA 2 oo I (8] 28 1) 22 S Al i 3 (P<0.01),
SERE R AR E . B R A R i 2 PPt
R 2 WL EEZR (P>0.05). AB 3R BIAMAMNE
FiEh AA ZERBAMER 3.1%, &R E MRV
bt AA ZERI R MAA 15.7%F1 46.05%.

R2  IGR2EEMExond A RIEF BN ERI 4B A AR

Table 2. Least squares means of meat slaughter traits obtained for the genotype at the Exon4

TSR SEHT I /g FAAA T B/ kg 5 HE B /kg B kg AT L kg s kg BRULE A /em?
Genotype SBW HCW NAW BW NMW RCW REA

532.091+ A .

AA (n=33) 7 448 315.998+6.316 10.045+0.455  61.015+1.695 254.983+5.754  0.909+0.045°  139.765+5.039

AB (n=17) 548.861£10.085  313.839+8.552 9.026+0.617 53.000+2.296°  255.283+7.792  1.067+0.062°  116.286+6.823%

e FTEIR R EARNS F R REFEE (P<0.05), FNRAIKSFERRRESFREE (P<0.01)
Note: Superscript small letters of the same row data indicate significant difference ( P <0. 05). Superscript capital letters indicate

extremely significant difference ( P < 0. 01)
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