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Fluorescence in Situ Hybridization
Liu Liangke, Zhao Lijuan, Li Bin
(Key Laboratory of Hunan Province for Study and Utilization of Ethnic Medicinal Plant Resources/
Key Laboratory of Hunan Higher Education for Hunan—-western Medicinal Plant and Ethnobotany/
Department of Life Sciences, Huaihua University, Huaihua Hunan 418008)

Abstract: To provide new marker for the identification of the chromosome of the Allium fistulosum L. and es-
tablish of molecular cytogenetic karyotype of the A. fistulosum L., this study prepared good dispersed meta-
phase chromosomes of A. fistulosum L. by removing the walls and flame drying, and carried out CPD (PI and
DAPI combination) staining and 45S rDNA fluorescence in situ hybridization (FISH). Then karyotype analysis
of A. fistulosum L. was finished according to chromosome morphology of A. fistulosum L., combined with the
results of CPD staining and FISH. The result of CPD staining indicated that all ends of the chromosome hands
of the A. fistulosum L. were CPD bands. The result of FISH showed that there was a pair of situs of 455 rDNA
(on the 5" pair of chromosome), and the formula of A. fistulosum L. was 2n=2x=16=2sm+12m+2st (SAT), the
karyotype types was 2A. The results showed that the use of CPD staining and 45S rDNA FISH not only provid-
ed new marker for the identification of chromosomes, but also contributed to understanding of the distribution
of chromosomal GC rich region, providing molecular evidence for the research on the identification, classifica-
tion and evolution of Allium species.
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