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Analysis of Lycium chinense Variety Revealed by RAMP-PCR Method
Liang Haiyong, Liu Xingju, Yang Minsheng
(Forestry College, Agricultural University of Hebei, Baoding Hebei 071000)

Abstract: To develop valid methods of DNA extraction for Lycium chinense for RAMP analysis and research.
The result showed that: ten primers were applied to amplification. A total of 87 DNA bands were detected. 53
bands among which were polymorphic. The rate of polymorphic bands was 33.3%-81.9%. 10 Lycium chinense
cultivars genetic distances were from 0.1111 to 0.8333. In the study, the RAMP markers can be used for the

studies of fingerprint of Lycium chinense sensitively.
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RAMPI1-S381 9 3 333
RAMP1-S438 6 3 50
RAMPI1-8485 8 5 62.5
RAMP2-S381 8 6 75
RAMP2-S438 11 9 81.9
RAMP2-8485 9 5 55.6
RAMP2-S1181 9 7 77.8
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SE ~ 22 A MK T R R A0, RAMP Fric t K B M AT
BREEB0 AR AR AR S U0 SR R AN )
KA, AT FE LR . RAMP o] LT
U () RN ARG Bl Y (R84 O 2R 5 IX A 22 PR ) IR A
FHARAS 2 T I AE" . RAMP fic #87 DNA 1) 2 &
B v AELAFR 2 AT S8 PN RS T K R e Ak T, IR TR Y
KEIAEE SFEE I TIRATT I

Sk

[1]  WuK S, Jones R, Danneberger L, et al. Detection of microsatellite

polymorphisms without cloning[J]. Nucl Acids Res,1994,22(15):

3257-3258.
[2] B 300K, R, A= 5 U7 4 1R R 4 S L [3]. 388 44,2003,25(5):
615-619.

[3] %5 KB, RAPD b 75 L 4 F O 48 52 rh it R 0]
HIIHE5Y,2004,24(4):473-476.

[4] Mo A BB E W1, % N ] RAMP ARG 9t B 47 s A% 2 4
PRI AR ML AE M4 AR 244K ,2003,11(6):566-571.

[5]  3KA KL BE WI,5 N ] RAMP 43 7 brac 4R 155 Alobs 175 g 1) il
) 58 R[] A 1, 2003(4):28-33.



P

- 64 - PEBRE @K http://www.casb.org.cn

AREG A DA AN 53 1 AR 2 BOR M AL 50 A2 Rk, 2004,
368-370.

NS AR, 2 42, i 3 £ M AC K DK 20 DNA TR SR X5 2317 (], B i o
[%,2003,24(12):1129-1131.

PR B VR B T, S M AC B K] 2 DNA 2 B $i5 20181 3% 43
[J]. 122 1 B2 [ 24,2007,18(1):46-48

BRIV, VP, B A T B R X 32 B R M AL (1 RAPD 43
B3] PG AL AR K2 240 AR B4 ,2007,18(1):60-65.
Cheng K T, Chang H C, Huang H, et al. RAPD analysis of Lycium
bararum medicine in Taiwan market[ J]. Bot Bull Acad Sin,2000,41:
11-14.

[11]

[12]

[13]

[14]

[15]

Zhang K'Y B, Leung H W, Yeung H W, et al. Differentiation of
Lycium bararum from its related Lycium species using random
amplified poly-morphic DNA[J]. PlantaMed, 2001, 67: 379-382.
G HE, 62 TEAR, 5K IE T, 55, DY B 25 1T k28 DNA 3 1K) BT 9%
[J]. 2 PTG 27 Bt 27 412,2008,27(8):85-87

AT B A, E Ve AR R G S BRI P R 2 bR g MR
b2 U RRAE,2001:30-41.

FURKAE, 28 1, 1A, A5 2 N AT BT BE U 2% 408 A 1 RAPD 73
[J] AP A 5 R 2 41,2004,5(2):156-160.

75 25, TKOBAR, BRI 4 A5 A it i A% 55 R (K RAMP 23-#7 (7. 1Y
JIAE K 2727 41,2004,22(2):133-137.



