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Disease Resistance Related Gene Screening in
Oryza sativa Using SVM-RFE
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Abstract: An improved support vector machine recursive feature extraction (SVM-RFE) algorithm was used to
screen the disease resistance genes. In the 20 important genes, we found that 3 of them have strong relation to
the disease resistance as reported and 2 of them have relation to the stress response. It shows that this method
can find out which genes could impact the rice growth status ( normal/disease). It might provide a guide on
finding other unknown rice disease resistance/sensibility genes in biology.
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Fig.1 Flowchart of improved SVM-RFE algorithm Fig.2 Gene appearances during experiments
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