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Eleven primers were screened out from forty random primers, and a total of 86 DN A fragments were amplified
ranging from 300 —2000 bp. T he average number of DNA fragments produced by each primer was 7. 28. Nel’
similarity coefficients and genetic distances were caculated by using POPGENE software and the dendrogram
were constructed by using UPGMA. The 10 Primula species were divided into three groups. P. poissonii
Franch, P. Wilsont Dunn, P. bulleyana Forr., P. beesiana Forr. val. beesiana were clustered into one group,
which is in consistence with the morphological classification. The relationships of P. poissonii Franch. and P.
wilsoni Dunn. were dis cussed.

Key words: Primula; ISSR; cluster analysis; the relationships

Abstract: In this study, Si— 1 gene from the various types of tumors and the normal blood sample was ar
alyzed by using PCR— RFLP method. A SNP site in the NO. 15 extron was found. The site lie at No. 56 base,
and the mutation mode is C —T, which can change the protein sequence from Pro to Ser. The mutation analysis
results showed that the mutation rate is 14% in the normal blood sample, but 24. 7% in the tumors. More
over, it was very high up to 51. 5% in the intestinal cancer. In conclusion, there exists a significant relationship
between the mutation frequency at No. 56 site of 15 extron of Si- 1 and the tumor incidence.

Key words: Si— 1 gene; tumor; gene mutation; RFLP



