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The 16S rRNA of Thermus thermophiles from two high temperature
hot springs of West Yunnan

GUO Churrlei, WANG Tao, ZHU Wei, CHAI Lrhong, ZHANG Dong hua,
CUI Xiao-long, XU Lrhua, PENG Qian
(The Key Laboratory for Microbial Resources of M inistry of Education, P. R. China

Yunnan Institute of Microbiology, Yunnan University, Kunming 650091, China)

Abstract: Based on culture dependent method and culture independent method, several Thermus 16S rD-
NA sequences were amplified. The results of 16S rDN A phylogenetic analysis and 16S rRN A secondary stuc
ture comparison show ed that there are at least two novel Thermus species in the two hot springs and they corr
stituted an independent cluster on the phylogenetic tree. The secondary structure of 16S rRNA helix 10 with
novel evolution characters also showed differences with other Thermus species.

Key words: West Yunnan; Thermus ; 16S rRNA; secondary structure
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Abstract The survival rate, GR activity and the content of heat stable protein and proline of maize
seedlings were surveyed after the seeds were soaked with CaCly solution and/or the seedlings were shocked
with heat prior to chilling treatment. It was found these parameters of the heat shocked seedlings were higher
than that of contrast, and the highest ones of them were is that of seedlings which were treated by heat shock
associated with CaCl; solution. So it is suggested heat shock pretreatment can raise the resistance of plants to
chilling, and Ca®* can strengthen this function of heat shock.

Key words: maize seedlings; heat shock; CaCl2



