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Tab. 1 Segregation of stigma colors in three BC¢F, populations
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2005H2ES31 118 61 57 0.068 0. 896

oyt HIE 11 3BT



WA A5 ¢ AR IT A A 28 b Sk R P 3 A% R DR (S BF 50 105

1 EREKFEE 6 REEH EWKEFERE P -4
() EE
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A genetic study on the purple stigma genes and their locations

in Oryza longistaminata

CHEN Zhi-wei', DENG Wei’, LI Fei’, ZHOU Jia-wu’, LI Jing’, XU Peng’,
DENG Xian-neng’, HU Feng-yi’, WANG Li*, CHEN Shan-na', TAO Da-yun’
(1. School of Life Science, Yunnan University , Kunming 650091 , China;
2. Agronomy and Biotechnology School, Yunnan Agricultural University , Kunming 650201 , China;
3. Food Crops Research Institute, Yunnan Academy of Agricultural Sciences , Kunming 650205 , China)

Abstract : The purple stigmas, which were caused by the metabolism of anthocyanins, were normal among all
AA genome wild rice species including Oryza longistaminata. To study the purple stigmas in O. longistaminata ,
backcrossing was applied between the donor parent O. longistaminata with achromatic stigmas and recurrent par-
ent RD23 with purple stigmas,and after embryo rescue and consecutive backcrossing three BC,F, populations that
showed character segregation in stigma color were finally got. In all BC6F1 populations, the segregation raito of
purple stigma to achromatic stigma was 1: 1, suggesting that the purple stigma was controlled by a pair of domi-
nant allele. An analysis using microsatellite markers (SSR) demonstrated that the target gene located on the No.
6 chromosome which was 2.5 ¢M, 0 cM and 4.4 ¢M from RM253 RM111 and RM6917 ,respectively. After com-
paring its position and effect to those published data,this gene might be allelic to Ps —4(¢) ,which was identified
from O. sativa.

Key words : purple stigma ; Oryza longistaminata ; Oryza sativa ; introgression ; molecular mapping ; Ps —4 ()
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Diversity of Curculionoidea in subtropical monsoon evergreen broadleaved
forest in Puer City, Yunnan

CHEN You-ging', LI Qiao’, ZHENG Yong’, ZHU Yun-hui’, WANG Shao-yun', WANG Si-ming'
(1. Research Institute of Resources Insects, Chinese Academy of Forestry, Kunming 650224 , China;
2. Faculty of Conservation Biology, Southwest Forestry College , Kunming 650224 , China;
3. Puer Forestry School, Puer 665000, China)

Abstract; Diversities of Curculionoidea assemblages in Castanopsis echidnocarpa , Lithocarpus fenestratus ,
Schima wallichii Comm. ( | ), Pinus kesiya var. langbianensis, Castanopsis fleuryi, Schima wallichii Comm.
( II), Phoebe lanceolata , Lithocarpus grandifolius , Castanopsis echidnocarpa Comm. ( Il ) , Betula alnoides , Schi-
ma wallichii , Eupatorium odoratum Comm. (IV) and artificial vegetation ( V) were studied with sample plot in-
vestigation and biodiversity analysis in Puer City, Yunnan Province. All weevils were collected using sweep net-
ting , shaking — off and pitfall trapping. In total ,198 specimens were collected , representing 63 species in 4 fami-
lies of Curculionoidea. The family Curculionidae was the most species rich. In the 5 plots, the order of weevil spe-
cies richness is; I >l > II = IV > V ,and the order of species diversity is [V >l > I > II > V. Jaccard coef-
ficients (q) of weevil communities were between 0.063—0. 379, showing that the weevil assemblages of each 2
plots were ultimately or moderately dissimilar. [l was heavily disturbed and need to be protected.

Key words: biodiversity ; weevil ; species richness; conservation value ; Phoebe lanceolata community ; Litho-

carpus grandifolius community ; Castanopsis echidnocarpa community



