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1.2 “1”
1.2.1 “0”. 5 POPGENE32
N N Hardy — Weinberg
( 0.1lcm la ). ( PPB) . (N,)
1.2.2 DNA (N.) .Neis
DNA ( H) .Shannons (H,
DNA H, H,) .
DNA 1% . (H,) (H) .
Marker EB DNA (6G,) Neis (D)
DNA 2.5~ (]
5.0 ng/pL -20C . SPSS13.0
1.2.3
10 2.
10 5 (
1) 5 RAPD 2.1
.5
1 RAPD 1
Tab. 1 Primers of RAPD for the genetic diversity of V. 2.
bryoniaegolia 2100 ~2 400 m
(5 -3 /bp 2. 33
6 ~10
S161  ACCTGGACAC 12 800 ~3 000
S121  ACGGATCCTG 17 500 ~2 000 0.5~0.8 cm.
S123 CCTGATCACC 13 350 ~ 1 500
S1010  GGGATGACCA 13 300 ~ 900
SI140  GAGTCCTCAC 16 400 ~2 000
1.2.4 PCR PCR ? i
25 uL
10 x PCR ANTP 200 pmol « L' 1.5 o " s
mmol * L' MgCL, 0.2 pmol * L~ 25 ~ 30 v s
ng DNA 1.5 U DNA ( ‘
) PCR (PC-8I85) 40 o —
94 °C 4 min (‘.2.
94 °C I min 35 °C 2 min 72 C
2 min 1 72 C 8 min. Gl G2 200m; G3 G4 250 m;
3 . PCR G5 Gl G2 1500m;G5  G3 G4  600m
4C 1.5 % 1 5

1.2.5

Fig. 1 Distribation model of V. bryoniaegolia Beg 5 groups

in Xishan moutain
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Tab. 2 Physio — ecological characteristic of V. bryoniaegolia Bge 5 groups in Xishan mountain
/ / /
/m
1~10a 10~20a20~30a >30 a 1%
1 12 7 2 3 0 3 25.0 2215
2 11 6 2 2 1 5 45.5 2222
3 9 2 2 1 4 3 33.3 2130
4 3 1 2 0 0 1 33.3 2100
5 5 1 2 2 0 0 20.0 2330
2.2 10 N, 1.602 4( £0.3339) (
5 N 4y ; PPB
40 DNA ( (35.21% ~84.51%) 60. 85%
2). 71 68 . ( 3) Neis H 0.223 4
PPB  95.77% ( ( £0.2025) Shannons H,
3) . Neis H 0.3442( +0.1568) 0.3305( +£0.284 1)
Shannon$ H, 0.5100( £0.2007) N, 1.3922( £0.3890)( 4).
2 RAPD S121 DNA PCR
Fig. 2 Amplification results by using RAPD primer S121 to different DNA samples of V. bryoniaegolia
3 5 H, 0.2235( £0.0160) ; Neis
Tab. 3 The PPB statistics of V. bryoniaegolia Bge groups G,=0.3269( 5).
/% 2.4 POP-
1 52 73.24 GENE 5
2 60 84.51 Neis (1) (D). 0.7171
3 41 57.75 ~0.9489 ;D 0.0525~0.3325 ( 6).
4 25 35.21 ¢ 3.
3 4 (1=0.9489)
.52
: 3 >3 (D =0.0525) 5
43.2 60. 85 . 1 2
68 95.77 0.8713 0.1377. 1
4
2.3 POPGENE 0.717 1 0.3325. 6 30
km 5

H,  0.3320( +0.0265)
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Tab. 4 The genetic

variation of V. bryoniaegolia Bge

N,

N,

e

Neis

H Shannons

H,

1.7324 +0.4559
1.8451 +0.366 4
1.5775 +0.497 5
1.3521+0.4810
1.5352 +0.502 3
1.608 5 +0.460 6
1.9577 +0.202 6

1.4727 +0.3820
1.4713 +0.3595
1.3734 +0.4022
1.2503 +0.381 5
1.3931+0.4200
1.3922 +0.3890
1.6024 +0.3339

0.2705 +0.199 7
0.2773 +£0.1810
0.2115+0.2111
0.1400 +£0.2021
0.2179 +0.218 5
0.2234 +£0.2025
0.3442 +0.156 8

0.3996 +0.2790
0.4189+0.245 1
0.3125+0.2980
0.2046 +0.2889
0.3169 +0.309 6
0.3305+0.284 1

0.5100 +0.2007

5 Neis
Tab.5 Neis analysis of gene divercity in V. bryoniaegolia Bge

Hl H.\‘ Gst Nm
0.3320 0.2235 0.3269 1.0297
0.026'5 0.016 0
6 5 Nei§ ( ) ( )

Tab. 6 Neis genetic identity( a bove diagonal) and genetic distance of 6 groups of V. bryoniaegolia( below diagonal)

1 2 3 4 5
1 * % kK 0.8713 0.7510 0.717 1 0.778 6
2 0.1377 * % ok %k 0.8387 0.8067 0.8509
3 0.2863 0.1759 * ok kK 0.9489 0.869 6
4 0.3325 0.214 8 0.0525 * ok Kk ok 0.8263
5 0.2502 0.1614 0.1397 0.1908 * Kk Kk ok

SPSS13.0
BEIK 6
r=0.98 1( P =0.019 <0.05) .
i 1
3
i 2
RAPD POPGENE
( 3) —

(r=0.981; P =0.019 <0.05) .
5 RAPD |

eSS
E e
3 RAPD

RAPD Fig. 3 Phylogenetic tree based on the RAPD makers for

different groups of V. bryoniaegolia Bge
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Feeding and food resource availability of Hoolock Gibbon
( Hoolock hoolock) at Nankang Mt. Gaoligong in spring and autumn

WU Jianpu' ZHOU Wei' LUO Hong® DENG Zhongian' LI Jia-hong’ Al Huai-sen’
(1. Key Laboratory of Forest Disaster Warning and Control in Yunnan Southwest Forestry University Kunming 650224 China;
2. Xishuangbanna Tropical Botanical Garden Chinese Academy of Sciences Kunming 650223 China;
3. Baoshan Administration Gaoligongshan Natural Reserve Baoshan 678000 China)

Abstract: To understand the adaptation between feeding and food resources availability of Hoolock gibbon
( Hoolock hoolock) by season changes and discuss the relationship between food resources availability and home
range field investigation was conducted at Nankang Mt. Gaoligong from March to April and October to December
in 2009. The food resources availability was surveyed by the line transect method the feeding behavior was recor—
ded by the focal animal sampling method and the home range was recorded by the scanning samples method. The
food resources availability and feeding amount in the grid were calculated and displayed by ArcGIS 9. 3. The re—
sults showed that the availability of food resources and fruit food resources of Hoolock gibbon were correlated with
feeding amount at Nankang from March to April and October to December. The availability of total food resources
and fruit food resources was higher and also the distribution was more concentrated in March to April than Octo—
ber to December and there was just a little or even no food resources under 1 800 m. The home range of Hoolock
gibbon overlapped the areas with higher availability of total food resources and fruit food resources during the two
periods. The total food resources and fruit food resources availability inside and outside the home range made no
difference from March to April but was significant different from October to December. Hoolock gibbon tended to
feed in the region with high food resource availability in the two periods. However the feeding areas changed by
seasons and the area from Oct to Dec was larger than from Mar to Apr. The feeding regions partly overlapped dur—
ing different seasons. Total available food resources amount was significantly correlated to the feeding amount in
the grid from Mar to Apr but weakly correlated from Oct to Dec. The facts showed that the distribution of food re—
sources of Hoolock gibbon was not uniform at Nankang. The food resources availability affected the choice of the
home range of Hoolock gibbon. The feeding of Hoolock gibbon adapted to food availability by seasons.

Key words: Hoolock gibbon; food availability; feeding; home range; Mt. Gaoligong
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( 714 )

Abstract: The ecological distribution characters of Viiis bryoniaeglia Beg from Xishan mountain in Kunming
were investigated the genetic diversities based on the RAPD markers were studied in 5 groups of Vitis bryoniaego—
lia Bge. The results indicated that 68 diversified loci in total 71 DNA bands were amplified by using 5 random
primers. At species level the percentage of polymorphic bands ( PPB) Neis gene diversity ( H) and the Shan-
non’s information index ( H_,) were 95.77% 0.3442 and 0.5100 respectively. While at groups level the av—
erage PPB was 60.85 % ( varied from 35.21 % —84.51%) . The average H and H, were 0.223 4 and 0.3305
respectively. The coefficient of genes differentiation among groups ( G_) based on Nei’s genetic distance was 0.
326 9 which implied that the gene variation was originated mainly within the groups ( 77.31%) other than a—
mong (32.69%) the groups. Genetic identity ( I) of the 5 groups was varied from 0.717 1 to 0.948 9. The geo—
graphical distance was significant correlated with the genetic distance based by the Mantel analysis as r =0. 981
P =0.019 <0.05.

Key words: wild grape resources; Vitis bryoniaegolia; random amplified polymorphism DNA ( RAPD) ; genet—

ic diversity analysis



