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ARMT ]| mRNA Expression Changes of Peanut Nutritorium
(Arachis hypogaea L. ) with Different Cadmium Absorption
under Cadmium Treatment
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Abstract ; Different vegetative organs of peanut seedlings cultured with nuirient solution containing Cd** were
collected for testing the changes of metallothionein type I (ALMTII) mRNA level. PMD18T-ARMT I and PMD18T-
actin plasmids were constructed, and then ARMT Il mRNA level was analyzed using SYBR Green I real-time quantita-
tive PCR. The result indicated that the ARMT JJ] mRNA level of different tissues showed significant ( P < 0. 01)
difference : root > leaf > stem, and the ARMT [l mRNA content in root of low cadmium accumulation peanut variety
XD, 011 was obviously lower than that in cadmium accumulation peanut variety XA004. ARMT Il mRNA expression
had high correlation with cadmium levels, especially in the roots and leaves. Under 0 ~50 pmol/L cadmium levels,
the R2 of XA004 and XD, 011’s roots were 0.977 and 0. 96, respectively and the R2 of XD,011’s leaf is 0. 91; the
R2 of XA004 in leaf is 0. 959 under 0 ~ 200 pmol/L cadmium level. The above results would provide theoretical and
technical support for screening peanut varieties with low cadmium absorption.
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F1 BATEREELDE AMT [ mRNA FEKF K H%0M
Table 1 Effect of Cd on ARMT §f mBNA expression level K value.

i e B BT Rk AR - ( pmol/L) Cd concentration ( pmol/L)

Varieties  Vegelalive organs 0 10 50 100 00
i Roots J.a4£0.22A 3.5820.34 4,17 0,48 3.08 £0.42 2,89 £0.32

NADD4 I Leaves 1.14 0. 198 1.61 £0.13 2.57£0.24 2.81 £0.31 2.7£0.29
ZE Stems 0.09 £0.05C 0.07 £0.06 0.13 0. 08 0,08 0,04 0,07 =003
! Roots 2.1+0.11A 287 +0.16 3.66+0.23 3.00 40,27 1.76 0. 14

XDym1 Bt Leaves 1.02 0. 098 1.69 0. 16 2.17+0.25 2.0+0.21 2.08 £0.18
2£ Stems 0.08 £0.03C 0.09 £0, 06 0.16 £0, 09 0.13 0,07 0.1 0,08

s deep iy 3 B A s R (A br i . RN — SRR h . RN E e P <001 KT ERR R K,
Mote: Ench value is the mean of three individusl tiplientes = S0, different letters in the same row mean significantly differences ot 1% level.
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