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[ Abstract] Objective To investigate the expression of RhoA in human glioma and the correlation
between RhoA’s expression and pathological grade ,futhermore , whose clinical significance would be discussed
for diagnosing the glioma, judging the malignant grades and the patients’ prognosis. Methods  The
expression of RhoA protein and RhoA mRNA were detected in 53 cases of human glioma samples and 9 cases
of normal brain tissues by SABC immunohistochemical staining and reverse transcription polymerase chain
reaction( RT-PCR)) , respectively. Results (1) The immunohistochemistry showed that the ratio of RhoA
positive cells was 100% in all detected 53 human glioma samples while there was no expression in 9 normal
brain tissue samples. (2) The ratio of RhoA positive cells and the gray degree ratios of the RhoA mRNA belt
relative to the GAPDH mRNA belt varied accordingly to different pathologic grades . There were differences
between grade I and grade Il or grade IV (P <0.05) ,also existed between grade Il and grade Il or grade IV
(P <0.05). The expressions of RhoA mRNA in grade Il or grade IV were significantly more than those of
grade I or grade . (3) Analyses of correlation ; The positive correlation existed between the ratio of RhoA
positive cells or RhoA mRNA and the pathologic grading of the human glioma (r =0.875,r =0.817,P <
0.001 ). Conclusions (1)RhoA was present in all 53 cases glioma samples ,whose expression was correlate
to grade positively. Detecting RhoA in the human glioma can be used for diagnosis , judging the glioma
malignancy degree and the patients " prognosis. (2) Our findings suggested that RhoA may serve as novel and

efficient diagnostic markers for astrocytic brain tumors of histological grade 1 to IV and complement for
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currently applied histopathological analysis . It will contribute to characterizing tumors biological behavior and
choosing therapeutic approach following surgery .
[ Key words ) Glioma; Immunohistochemistry ; Reverse transcriptase  polymerase

chain reaction; RhoA
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