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Pathogen Identification and Clinical Diagnosis for
One Case Infected with Babesia

YAO Li-nong"™, RUAN Wei', ZENG Chang-you?, LI Zu-huo’, ZHANG Xuan',
LEI Yong-liang’, LU Qiao-yi', CHE Hua-liang'

(1 Zhejiang Provincial Center of Disease Control and Prevention, Hangzhou 310051, China; 2 Lishui City
Center of Disease Control and Prevention, Lishui 323000, China)

[Abstract] Objective  To identify the pathogen and make diagnosis on a case who was misdiagnosed as malaria.
Methods Clinical and epidemiological information of the suspected case was collected.  Blood samples during
hospitalization were collected and examined microscopically. Genomic DNA from the blood samples was amplified by
Babesia 185 RNA genus- and species- specific primers, respectively, and the amplified products were used in sequencing
and BLAST sequence analysis.  Results The case had a fever over 20 days repeatedly with anaemia (RBC 2.59x10%,
HB 55 ¢/L) and hepatosplenomegaly. The unidentified parasites were found in the bone marrow and blood smear after
Giemsa staining. Epidemiological information revealed that this case had a history of blood transfusion and tick bites. 1625
bp and 449 bp band generated by PCR amplification from blood sample using Babesia genus- and species-specific primers,
and the sequence homology was 99% in comparison to Babesia microti (AB241632) with BLAST analysis. Conclusion The

clinical information, epidemiological history, and the PCR identification confirm the diagnosis of Babesia microti infection.
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SV F:5'-GACACAGGGAGGTAGTGACAAG-3’ R:5'-CTAAGAATTTCACCTCTGACAGT-3’ 446
Babesia sp. 18s RNA
ALY F.5'-AAGCCATGCATGTCTAAGTATAAGCTTTT-3’ R:5-CTTCTCCTTCCTTTAAGTGATAAGGTTCAC-3’ 1600

Babesia microti 18s RNA
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A: HHEH Bone marrow smear; B: I[iLF" Blood smear.
El1 gMMPERA (FRREE, x1000)
Fig.1 Babesia in erythrocytes
(Giemsa's staining, x1000)
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