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Effect of STE12a-gene on the morphology of Cryptococcus neoformans
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[ Abstract)

STE12a-gene was disrupted from Cryptococcus neoformans serotype A and serotype B to set up deficient strain. Then the gene was re-

Objective To explore the effect of STE12a-gene on the morphology of Cryptococcus neoformans . Method — The

constituted into the allele locus of deficient strain. Morphological differences were studied in vitro and in vivo . Results Stel2a mu-

tant strain exhibited an obvious defect in colony quantity,colony diameter and capsular size but recovered by reconstitution. Conclu-

sion STE12a-gene play an important role in the morphology and virulence of Cryptococcus neoformans .
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Tab.1 Brain and lung of Cs; BL/6 mice cultured for 48 hours after strain inoculation

i 21 ifi £ 21
£H5H)
TR () V% EAE (mm) TR () V% EAE (mm)

B, 146 1.52+0.52 1 406 1.12£0.23
By, 38 0.99 +0.51 816 0.38 £0.17
By 40 1.64 +0.31 2 040 0.62 +0.21
Gy 119 1.75 +0.49 32 1.37 £0.24
Gy 65 0.82£0.20 24 0.69 0.20
Gy 107 1.95 +0.69 70 1.27 £0.27

TE 48 q A, 4% LT YA 2L IR]  JU0e b D TR AL B T v 2 TR 9 BRI R T BB BR AL, AT BR3P <0.05)

B2 Cy,BL/6 NEBEENA LIS IR 72 h WERITR A 4R (NEER B0 B, By Brdl) B3 /NEERHL IR 72 h
FESEIR AR (NEZER N G, Gy (G 4)

Fig.2 Microscopy: brain of Cg;BL/6 mice cultured for 72 hours (from left to right: group B ,B,,B;) Fig.3 Microscopy :brain of Cs; BL/6 mice
cultured for 72 hours (from left to right:group G, ,G,,Gy)
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