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Genomic Total DNA Extraction from Carassius auratus Intestinal Microorganism
WANG Ming, LIU Jun, CHEN Ai-jin, ZHAO Sheng-jun, HUANG Feng, LIU Li-he

(Hubei key Laboratory of Animal Nutrition and Feed Science,
Wuhan Polytechnic University, Wuhan 430023, China)

Abstract ; Total DNA of intestinal tract bacteria from Carassius auratus intestinal were extracted to investigate intes-
tinal microflora. Taking the intestinal substance of fish as sample to precipitate bacteria through PBS cleaning and
centrifuge. Using Bacterial DNA Kit to extraction intestinal tract bacteria total DNA | subsequently used as tem-
plates in PCR. The electrophoresis implied that the banding — patterns of different samples were bright and non-de-
generation phenomenon. The 16S rDNA was amplified from these DNA samples through a set of bacteria — specific
primers, obtained the clear atlas and neatly bands. It is indicated that using this method to extract intestinal tract

microflora DNA of fish is simple, accurate and feasible.
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