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[ Abstract ]
Angiostrongylus cantonensis cDNA library. The ¢DNA library is easy to clone and amplify for lack of introns.

This paper reviewed the research progress on screening of the specific genes from

Obtaining positive clones using a variety of screening methods combined with softwares of bioinformatics is of

significance to deep on the researches on pathogenic mechanism and diagnostic methods of Angiostrongylus

cantonensis on molecular level.
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