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[ Abstract] Objective To develop a FTA-PCR technique for detection of Cryptosporidium spp. in hu-
man stool samples, and compare it with QIAamp DNA Stool Mini Kit-PCR.  Methods Both FTA and
QIAamp DNA Stool Mini Kit were employed for DNA extraction for Cryptosporidium spp. in positive and nega-
tive stools which had been confirmed by etiological examination. The SSU rRNA fragment of Cryptosporidium
spp. was amplified by nested PCR from DNA extracts of human stool samples. After purification, the gene frag-
Results The amplified
fragments of Cryptosporidium spp. using FTA-PCR were about 830 bp in length, through identified in the Gen-

ments were sequenced and the sequences were determined and analyzed by BLAST.

Bank, two of them were C. Baileyi and one of them was C. meleagridis. Among stools that were exiracted DNA
by QIAamp DNA Stool Mini Kit, only two samples were amplified with positive gene fragment of Cryptosporidi-
um spp. Conclusion The FTA-PCR is a simple, sensitive and valid technique for detecting Cryptosporidium
spp- in human stool samples.
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PCR detection results of using FTA to extract DNA
from positive control samples

M. DNA marker, 1 :Positive control extracted DNA by FTA card with
purification, 2 Positive control extracted by FTA card without
purification, 34 Positive DNA control, 5: Negative control
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Fig. 2 PCR detection results of using different methods to extract
DNA from stool samples

M. DNA marker, 1-5; DNA extracted by FTA card without purifica-
tion, 6-9: DNA extracted by FTA card with purification, 10-15:
DNA extracted by Kit with freezing and thawing repeatedly, 16-21 .

DNA extracted by Kit without freezing and thawing repeatedly
22 . Positive control, 23 : Negative control
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