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Construction of an Eukaryotic Expression Plasmid for
NcSRS2 Gene of Neospora caninum

ZHAO Zhan-zhong, LIU Qun' , WANG Ming
( College of Veterinary Medicine, China A gricultural University, Beijing 100094, China)

Abstract: Based on the NeSRS2 gene sequence of Neospora caninum, a pair of primers containing Kozak

sequence, Pst | and X ba | enzyme digestion sites were designed . Using the plasmid P43 which contains

NcSRS2 gene as template, the ORF region of NeSRS2 gene was amplified by polymerase chain reaction

(PCR), then the PCR product was digested with Pst [ and Xba I , and the eukaryotic expression vector

pcDNA3. 1(+ ) was also done , then the gene was cloned into the vector. Finally a recombinant plasmid

named peNeSRS2 was obtained, and was identified by PCR, restriction enzyme analysis and sequencing.
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