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MyoD ERFEAEJE# P EY PCR-RFLP =%
ZMEREEESNAR

KW, A
(VUK AR 2 SR B, % 625014)

# . R PCR-RFLP (7501 T MyoD JERIAE 10 4> vh 055 Bl K 80 45 I 28 BE 44 b 10 20 A 4 L, 6408 T
MyoD HEDR ) LET 2 4 B8 I A 288 20 1k oOR AT A JOE IR 1 it A% N, B LRI MyoD JEIRIA & T 1 N
Ddel FEUIT 22 8BRS . 2500 T 3 Ml b, € SERIR 40 A L AT i AR 44, H B BLA S 1 A C B aUAE
TE . FEARTY A B DR 0T M At DR R A 88 20 P 2R, PR 58 Wi A DA, ol R Sk 5 389 o ) A9 A 3 R IR UL TR AR, AT B AR
Sk, B SR A LA, BN A AC B (P < O Oy, )23 BRARCHE 1A Sh T o JLAAR TR, A Rk ERSt 398 I JUL &7 4 1 2 10 ok 28
PR S 2 AR 43 B0 K 457, 915 Bm® 1 431, 055 Wn® s X 38 0 A (A 60 1A 248 0% ok 200 A R Sk 0 A6 43 S A
3. 5949% Fl— 0. 1539 ; AL 14 AR AILTHT AL (0 Jon Atk 280 97 (i A0 S M 2 REARL 40 30 0 3. 084 em® Hi— 0.46 em®; X B2 IR 4 190
P 2 IS A S A A A 43 0 = 3. 916% A1 0. 666% 5 X £ 1 il Ll 1) ik OV AR D 0. 771% , SR AN A A
0. 068% . A HeIRAS 52 5 45 min AL 24 b 5 00 A E00F 23 (0 AR 2088 43 30 2k = 0. 145 Fi= 0. 160, i % 0%

435 k- 0052 fil- 0.213,
KB W MyoD LN Wit 2 &4 3% N
hE 4SS S828 2 EkFRINAS: A

ol A AT R AN e P A RS B R AR H
b, VET & 5 1 0K B # v DL EHEARTY . ILET
YESELEIRNG K F7 L Rt b b R 4 e — R 5 1 14 5
FMRITTIE B, A KRBT 25X —d #Y .
AL Y IR T KR ( Myogenic regulatory factors,
MRFs) 52 5P & A 57 R P — A T 2 2
R, 2 I SR AERF 1 i LA i A0 R 7 ARG )
AR T, QS 4 A S5 A
[K: MyoD1( Myf-3 5 MyoD ) Myogenin( Myf-4 &%
MyoG) Myf-5 Myf-6( MRF4 5% herculin) .

MRFs Z &R FAEN A K A fe b A AT AN
I 23 R TA B, & B RIEAFAER . 78 Michael
AU I DR B Rt R IR Z My oD R M yf -5 J
I AN e ek Tizahiig ), AR R maEse e, A
RN BAT R I #5UUES 57 mRNAs . g g X
JULIEE 4 i 2 010 8 56t E W 40 i 1Y) 4y A fE )
MyoD FER[F)RIEAKTHIIE . MyoD JER 1)1 3k

¥ B #A: 2004-08-17

EE&WA: H 51 7 BHE O H ( 2002BAS14A-1-2) ;. PUJITA
A0 R O H

TEER A Wi(1975) . B, WUNIHERE A, 11, 3 M i s i 1%
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RSN R UL AN ) S s R, O (2 R L 40 M 2y
FOTE R A R JULET 2 4 "™ . e 4h, MyoD JE[H
I I 52 My oG PRI 1R 375 14 A 1] 422 5 i JTL 40
(2 AL B . ANMA ARG MyoD Myf-5 il
MyoG FERAXAE L T2 40 o rp 20k, IF 52 i JL 1 52
S S AL L AR N 34 R 43 Ak BT B
S AR (1 UL PR A A ™ 55, W My oD JE DRI
ZERAE 5 0] fiE 4 5 W — 28 55 LA AH OC 19 AR P
ARV ARWFSTIE H] PCR-RFLPs (¥ J7 #:4) MyoD
S DR 2 ARk R LIt AR RS AT TSR

1 #MR57EZE
L1 #8

PLHE P4 %% ( Yanan pig, YN) . % 5 ¥
(Rongchang pig, RC) JEZ%( Tibetan pig, TB) L
F5 1L %% ( Wuzhishan pig, WZS) K3 ( Dahe pig,
DH) 55 5 A~ v [ 7 3 b, #L3#% 58 ( Duroe, D) Al
[134( Landrance, L)2 g 3EEFRp, 1 ANEH AP
534 ( Dahewu pig, DW), LLAKAE(L x Yanan,
LYa) fil DLY 4§ 2 Fi A8 35 10 A db bl 45) 168
A AR ARL % H 5 A R R S R AR A
J5 = Rl dg, ARBIRE R 8 DU )1 48 TR 3 RN L
MR, 2278 36K F DY 1A K5 3 . R
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HALZL 1. Og, VK ALFE G 7 0] 5236 = 4007 .
1.2 BENE

TR 73 R B0 A 1A 5] PR 058 46 A T 10, A 1
PR G o e, BEAT BRI 0 P TR A A 2
PEARFNAAMERI & o FE 52 IR 55 i A A AR VLR
T UL PR A AR LT S A 5 20 2R D) i LA & L2
YA AR, A2 B0 A5 LA P9 ULET 4 1) KA R
2, LT 4Eififi= 0.7 x K48 x Hfe .
13 EEBEN

R4 GenBank U 12574 341, i /] Primer 5.0
BAEBETES 19, 9718 Y 497 bp AL & MyoD KA
T VA AN T 2 IR )G H Dde 1 A D) I
Y1, %8 MyoD JEDRIFEAS[RVSE s AP B4 ep (1) 2 20 4
ATREAT 734 .
14 HuEsLE

KH HWSIM F2/7( http: // krunch. med. yale.
edu/ hwsim/ ) X & b FREAA P A [7) 5 DR 289 23 A k47
H ardy- W einberg 1~ (1)~ J5 i 45 PE AT S .
L5 Sitath

Jl SAS ¥ (SAS Institute Inc, Version 6. 12)
56 4 2 DT PRV (1) 5k ] 20 45 4 R0 B KT % 7 it o )
M ZE 5t o DLSRR I [l YRS 254 23 By 25 Bk DR A 7 5 A
KRN G, KA B

yir = H+ bi+ gi+ si+ bjx + eju

A, you R B HARERUE, L3RR B4R

{E, b RS0 @ SRRREN(i= 1.2 3 4 0 HIR R
#1

HERE IR 58, g A E j R R B0
(j= AA,AC, CC),si JPERIZRINE, byw g J& SEARFE R [R]
VR, v NG SERTE, eju M BENLIAZERNY

E T 52 M 5 it ol ER A RS 1) PR, 7 R AT
PEAR 23 A7 I 4 5 5t B 300 45 9F, 9 76 GE v Y o g
DN RN, BV 3k i R 2 0 P PR AR 1R S men £ T

2 BRESH
2.1 MyoD 2 RF ) PCR-RFLP % 7519 #7

PPN S T 1 WARAE Ak Dde T B§DIE
ESME, A% AR € JER, Kl 497 bp;
Wi V) ok 268 bp F1229 bp 2 &HIFE A A JEN . &
AP EER N MyoD JEDRI¥) Dde 1 i U)JE DA 28 431 %
5 RIS A RS AN 7] S ol 8 P E R 284 43 A (1 K
KRa A TR,

1A A B AN REE . TERUE i
firh, A Bk DB R B, 0. 583, C PR A AR
0. 417 . KT pEdAT R, A SEN Y ¢ R 5% 4
700,50, g S B R B € S IR AR
i, HEEURE FRALAE . B As
SR R AR B vy, 5 0. 90 . 5 FEVE v A7 8% 1) if 2% K
R DLY 278 BEARRIES & & AW 255 b, 46
FEA L A A A 43 B IA £ 0. 641 F1 0. 60 . {HAE K
W HERRE K UG R 2L A S AR T U CC 4k
F MR B w5, €C FE PR 43 5 4 0. 900 .
0. 833 0. 600 i1 0. 548 .

MyoD 2 E Dde | BB ERBE R HEMBEFAERRFEMPHSH

Table 1 The distribution of the genotypes and the allele of MyoD gene in different pig breeds

A AE LD AT Genotype frequency LA Gene frequency 2
Breed type Breeds AA AC ccC A C
YN 30 0. 00 16. 67 *6. 92" 83.33 £6.92° 8.33£3. 46" 91. 67 £3.46™  0.248
oy sk RC 7 0. 00 57.14 £20.20"™  42.86 +£20.20™" 28.57 *10.10™" 71 43 £10. 10™" 1. 120
Native ~WZS 15  6.67%6.67"  53.33%13.33" 40 00*13.09™" 33.33%7.97""  66. 67 £7.97"" 0.600
breedls ~ TB 6 33.33%21 08" 50 00%22.36"™" 16.67*16.67" 58.33%15.37° 41 67%15.37° 0. 005
DH 10 0. 00 10. 00 £10. 00" 90. 00 £10. 00" 5.00%5. 00° 95.00+5.00"  0.028
Sifif:ﬂ: 1('1 DW 10 20.0%13.33"  60.00+16.33"  20.00%13.33"" 50.00%+10.54"  50.00£10.54% 0.400
MAHEE LYa 31 9.677%5.40" 35,48 F8.74™ 54,84 %9 09" 27.42F6.06"™"  72.58 £6. 06" 0.365
Hybrid DLY 39  7.69 %4, 32" 64.10%£7.78"  28.21£7.30""  39.74%4.57"  60.26 £4.57" 4.465
Slk&F D10 0. 00 90. 00 £10. 00"  10. 00 *10. 00"  45.00*5.00™  55.00£5.00" 6.694°
Foreign L 10 0. 00 40. 00 £16.33""  60. 00£16.33"  20. 00£8. 16" 80. 00 8. 16™  0.625
Bl Total 168  6.55%1 91 45.24 *3.85 48.21%3.87 29.17 *2.37 70.83 £2.37

HE R ) B K PR 4 > 100, #2202 de s 8 P B 01 bRl 58 02 8 A 08 45 Sl B IR 04 P AS 1) 85 B8 2 43 40 1) Hardy- W einberg 187 K2 4%

fif: bbre feR 2250 ¥ (P< 0. 05)

Genotypes and allele frequencies are given by n % 100, score values are LSM *standard error (SE). The values of X2 are from the test of

the distribution of different genotypes for Hardy- Weinberg equilibrium in different pig breeds. M eans bearing different superscripts differ signif-

icantly at P< O 05



8 1 g W MyoD JEDAEAS 4G Fh b ()

PCR-RFLP it £ 2 A B 3 4 308 BF 5T 763

X BRI MyoD LR Dde | B5Y) RFLP
22 N A [R) 5 PR 288 53 A7 ik AN H ardy- W einberg
MR E A TR . A5 BRI BRAL I v LA AL
JifR DLY BEA R E W 4N P< 0. 05), e & Bk
W I 5> A B #F 5 H ardy- Weinberg “F-#5( P> 0. 05),
VLI MyoD YLK Dde 1 BEYIAL 5500 55, IX 46 5
T E AR A1 Bt AL AS O ASE 2
2.2 MyoD X E#) PCRRFLP £ 55 A 44
KR B9 K BR 15 47

H# 2 W%, MyoD FE PRI LT 4 A AR 1)
SCMAE IR N A SE AT LEF 4 A= K s 78 43
B, A KKER . BokE, L AA 4is

FATWLN

TWLET e FLAR(72. 899 72. 324 Um) FIIAC 225 T
(FIIVLET 4 H A2 ( 73. 081 .72. 465 Um) i F KT €C
a1 (0 JULET 4 4% ( 64. 148 .63. 425 Um) (P <
0.05), AA 4ilT5AC G TMERAREZP
> 0.05) . A FEDED B4 LET 4 H A2 i n P 0N A
SrAA 4. 376 Al 4. 450 B, [l PR RN I 43 ) ok
4. 558 F1 4,591 Bm . g ULEF4Ein B 5, AA i
(3 790.45 Bm*) Fl A C 244 1-(3 763. 59 Hm?*) #f
BFEKT CC 4it (2 874. 62 Um*) (P< 0. 05),
AA FNAC M ZESALFH(P> 0.05) . A FERD 1
ILET A T B 0 28 2680 I 4 A ded o 20 i A8 0 531 b
457. 915 1 431. 055 Um? .

F 2 MyoD ERMREHE B AL 4L KIERAE I
Table 2 Effect of different genotype in MyoD gene on muscle fiber traits

JULET &k il B/ B

FL4E 1/ Bm HAE 2/ Wm

Gti'::;t:m \.\'1 uscle fiber Hizz‘. - Diameter 1 - - Diameter 2 -
LSM SE LSM SE LSM SE
AA 21 3 790. 450* 1 376. 800 72. 899* 14. 103 72. 324" 13. 906
AC 26 3 763. 590* 1 156. 810 73.081° 11. 580 72. 465" 11. 417
ccC 4 2 874. 620" 990. 726 64. 148" 10. 528 63. 425" 10. 574

AR 1 FR LT e BRI FEACP B 8 1A% 2 FORMUET e KRR 1 LR 80 bR A AN - REOR 22 57 33 ( P< 0. 05)

Diameter 1 means the arithmetical means of muscle fiber, Diameter 2 means the geometrical means of muscle fiber; means bearing different

superseripts differ significantly at P< (. 05

2.3 MyoD ¥FE# PCRRFLP % 7514 5 AR 4R
B KB 9 4

H12& 3 W40, MyoD 3 DA IR A4 1R 1) 5% i 4
PR . IRy A SR L A7 184 o i 4498 ) 2% R

JULTI AL, BARAG B A 25 4, 32 oo TR R Ll o), 54 o ) 4 <
JoE AR o A R R A . AR TR, AA
AlA 110 R AR 9% Yy 52, 028% ., it &k s T

AC 2B 111 48.281%, A C H B FHE T cC 4is

=3 MyoD EFE a9 ) £ E B 3 PR 144K B &2 1
Table 3 Effect of different genotype in MyoD gene on carcass quality traits

= AT

Bk WK Pl BN WIEBL WK R RRE MRk

L R Y Dressing  Carcass B lld' ' Mean Loin eve Hog Bone Carcass fat  Lean
Genotype percent length I H(k Ht backfat area percent percent percent percent

! G /em thickness thickness /em? ! % ! % /% /%
/em
/em

A4 LSM  67.704"  78.000" 3.996 3. 436 28.005"  27.967" 10. 292 37.679™ 52.028"
SE 5.058 0. 707 0.299 0. 337 4.091 1. 334 0. 864 3. 481 3.969
iC LSM  73.544" 75.891'"™  3.804 3.516  24.461™ 27.128""  9.658  42.260"" 48.281"
SE 4. 624 4,210 0. 809 0. 436 4. 008 1. 686 1. 355 5.701 5.700
cc 53 SMO72 782" 73.340™  3.819 3.684  21.837%  26.425"  9.584  45.510™ 44.840"
SE 2. 986 3.539 0. 703 0. 603 5.244 1. 620 1. 268 5.537 4.991

él'[ ﬁ

S 1T T P8 s ik PR Al T k2 A R B A
4~'ln'U\-a-f-i~H<4\}.-:}r-$Li BFH(P< 001)

SR AP EARA NS PR R S W (P< 0 05), bR

The mean backfat thickness is the mean value of 3 pnilll:-; of backfat thickness tested over the shoulder, at the last rib and sacrum respecs

tively.

seripts differ significantly at P< O 01

Within rows and individual gene genolypes means bearing different superseripts differ significantly at P< (0 05, bearing different capital
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PR S 36 &

T 44.84% (P< 0. O1) . A J K 159 i i 47 98 141
K0 Mk % Nk 3. 594%, Bk N ok
- 0. 153%: AA 2641 R JUTE B4 28. 005 em”,
W EH KT AC 245110 24. 461 em® FI CC 4%y
T 21. 837 em®(P< 0. 01) ,AC 5 CC M 5SS B #
(P< 0.05) . A EELRDGT 54 n DU i A5 A o 4 2 A
H3.084 em®, MERNAL M- 0.46 em®; AA 4l
TR B AR % (37, 679% ) W% & WAk T cC 44+
(45.510%) FTAC Z24571(42.26%) (P< 0.01), CC
HAC MZERBFH(P< 0.05) . A 6B B AR
G M R N K - 3. 916%, i MR N A A
0. 666%; I Ab, AA 4l & 7 H A7 & 1 e L
(27.967% ) , Fdge L A4 78. 00 em) , B2 5 2 Hb i
T CC 45 IR L 26. 425% ) R 4K (73, 34
em), AC 2% 7 1 R LE A T 60 9 2 T\, A
27. 128%, H. Y5 fir #9 2 i) ¥ 22 J¢ &6 A Wb 35 (P <

KT CC it (P< 0.05) . A FEERDGHE iy R b
I RONARL R 0. 771% , BYERUNAL N 0. 068% .
2.4 MyoD ¥ F /) PCR-RFLP % 7514 5 fR{AZ 4%
AR B9 KB 5 4

F FOM A i AC7E F& 5 B3 X 56 4 a3k 4T T i
AR I, 45 R WK 4. BR W5, CC 4l
HFEIECE 3~ 4 T TSP 2 4~ 5 em BRI
JEFER FOM W3 1 4y 48. 000 mm, fz::&:tmk? AA
45110 42. 000 mm (P< 0.05) . AC Z& TN
45.560 mm, /AT #F 2 ), H2E #ZKT EA0
> 0.05) . C DRI DR UL FE £ 0 44 2 A A ek
PERSAE 5> 514 3. 000 mm A1 0. 560 mm .
2.5 MyoD EE#) PCR-RFLP Z 755 AR
HIKBXTE D T

H S5 nf4n, S84 AA 44118555 45 min
WA VEor b 2. 938, i UK T C€C 4 T 10

0.05) . AC & T AAIC A T5.891 em, ML 3.227(P< 0.01) ,ACHH T(3.031) /- TR & Z
F 4 MyoD ZEMAREEFEE 3 FOM B 5N E R4 Z R 141K 89 %20
Table 4 Effect of different genotype in MyoD gene on carcass grading traits
G MR (80K 3~ 4 i i 1% ?" 4 !”j T rom MWEMAE o AR
L R Y Backfat thickness  Backfat thickness 5(';“[@”“’}-!;[ FOM lean Reflex Carcass
Genotype at last rib at last 3~ 4 rib i:l‘“l]ill:llh?:ik:(?;;] percent value weight
/ mm, P2 / mm, RF / mm. RM [ G / REFL lkg
44 LSM 14. 667 14. 667 42. 000" 52.73"" 24. 667 58.700
SE 3.786 4.041 2. 646 3.873 1. 528 3.905
ic LSM 14. 440 17. 840 45. 560" 52.460" 25.520  60.160
SE 4.814 9.086 4. 620 4.777 5.825 6. 120
ce 1 LSM 13.909 14. 455 48. 000" 54.509" 24.818 58. 609
SE 3. 807 3.588 4.583 2. 807 2.523 6. 188
TS A R N AT BT P2 4~ 5 em b The test site is 4 to 5 em from the midline of according site
RS MyoD EFE A F1E E B3 A BT MK #Y 200
Table 5 Effect of different genotype in MyoD gene on meat quality traits
R 7R Ve el % Yok 2 o
C.{il;::[;e " : gli‘l\ {:ia ’ pHI tﬁ: J;m::; 51 L1 pH2
a4 8 LSM 1. 810 6.353 18. 636 2.938" 42.874 5. 855
SE 0. 680 0.229 15. 288 0.563 2.321 0. 425
AC 48 LSM 2.197 6. 194 17. 821 3.031" 42.470 5. 876
SE 1. 025 0.284 9.373 0.520 3.002 0.278
cc 64 LSM 1. 980 6.293 19. 744 3.227" 41. 670 5.910
SE I. 215 0.326 7.103 0.356 3.435 0. 362
J [ 254 KEATGT 5 WIS % L P9 JE s 55 4kt % .
Genotype . Marbling score Cooking loss  Intramuscular fat content 82 L2
" g LSM 3.125 72.249 4.798" 2.938"  44.855
SE 1. 217 2.934 3.477 0.496 6.321




8 1 de Wi MyoD JEHAEAR FISE R 11 (4 PCR-RELP 44 2 4 Pk B ML G845 200N i 5% 765
GRS
Jk (4 1Y KAy W % JULA I I 55 it/ % <
. . Cs2 L2
Genotype Marbling score  Cooking loss  Intramuscular fat content
iC P 2.896 72.211 3.279" 2.885"  45.802
SE 0.758 5.908 1. 547 0.612 4.898
ce 64 LSM 2.984 72.208 4.376" 3.258" 43.612
SE 0. 604 4. 842 1. 941 0.504 5. 647

pH 1 220 3 5 45 min FENY pH, pH 2 005 8 5 ¥ 24 b JIE 1Y pH; CS1 #5152 5 45 min JTEE OBV 5 300 52 1) P (547 45, €S2
PERIE S VTR 24 W T EE SRV s iR 1 P B VA0 L1 R I S 45 min ] Minota CR300 5 1956 B2 8. L2 2658 5 5 ¥ 74 24 h 1
Minota CR300 5 (9% RO LARASFI /NS PR i 2 i i ( P< 0 05)

pH 1 and pH2 are the pH tested at 45 minutes and 24 hours after slaughtered; CS1 and CS2 are the meat colour scores tested by colour plate

at 45 minutes and 24 hours aflter :-il:lllghl{fl’ﬁ{l; L1 and L2 are the reflected scores of light tested |))«' Minota CR300 at 45 minutes and 24 hours al-

ter slaughtered: Within rows and individual gene genotypes means bearing different superseripts differ significantly at P< 0. 05.

i), HZESFHALE(P> 0.05) . %K 24 h 7 AA
i G T AGES N 2,938, BEILT CC 2ia T
3.258(P< 0.05), 5 AC A5 1(2.885) [ & A
BH(P> 0.05) . A JERXJESE 45 min FIA K 24
h J5 (0 A6 DF 40 16 n 4 RN AR 43 0 - 0. 145 FlI
- 0. 160, %1k OV AR 23 5 4 - 0,052 Fl- 0. 213.
LN RE WG & B S, AA (4.798%) F1 CC
(4.376%) A4l & TR FE &S T AC HET
(3.279%) (P< 0.05), AA 5 CC i 25 AN 3
(P> 0.05) AR Lt A JE D2 BRAG PO TT PRI

3 W it

3.1 MyoD MY Dde 1 B )AL 51 % M8 N
Fw . ERIEREA D, A JEE SRS K G B A
A SRS € SRR A R, H AA B Ce AL 2
Fhiali £ JE DR B A0 R AR AR [F] . i 3L SRl R, € R
Mo A AT AR R 3, H BB E T AA7E . FERT)
1A KT & Hardy-Weinberg “Fflif . LIRS R Y
Knoll'™* "™ 28y df s A2 .

3.2 MyoD WA FEARFER HAT MWL 4 A K E 7
oy, WU 4EA0 4, TR R IPE R . A JERE L AT 3
TR A 988 P S FIHR LRI RS, FARARE Bz P o, i o
Ll A5, 38 o] 4 G P A5 i v I 44 5 DT 1) % 1, R A
FER & SRR S . XN A fES MyoD
SERIENUA A ) AR OE, 25 UL A 4346 1)
ERA Y, LR RS Cieslak '™ 25 (1) 45 B AH
%, {H Jolanta """ S HFITLE R KW, MyoD JE
FRL 6] A A TR P it A 200 AR 3 T BT IF S IR 3R o %
I, I B IR .

3.3 Cieslak!"™" 01 2% 2 AN T A SRl
229 SAEHEAT T MyoD FEDRIRY 55 i 44 5 2 A% K 7] 1)

AR BT, S5 SRR My oD Fk PR B 2% 56 Ji 44 1) 43
P A S, LA A P U SR 1) 11 1
iR MM R . e, b ATHERT T eI AFAE A
AR EBAL RIAE L WATERPER R A . AU
iR LW MyoD 1) C JEDR R AT AR LIS 8 38 n 11
UL VA

RIS MyoD BN AE Hu U7 36 b 55 51 2E 3
HR 3 A PR 22 7 0 e SR Tl ) 7 A it JSTRT PR i
PERRIL LR EORZE S+, 47 0 B MyoD JEDAME N
et A it 6 o e B AT A TR AR 9T

2% Xk
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PCR-RFLP Polymorphisms and Genetic Effects of MyoD Gene in Different Pig Breeds

ZHU Li, LI Xuewei’
(College of Animal Science and Technology, Sichuan A gricultural University, Ya’ an 625014, China)

Abstract: PCR-RFLP technique was applied in this study to analyze the distribution of MyeD genotypes in
10 different pig breeds and pig breed crosses. The genetic effects of MyoD gene on muscle fiber, carcass
quality, carcass grading traits and meat quality traits were analyzed. The results indicated that the MyoD/
Ddel polymorphisms detected in the intron 1 of the gene were abundant in these testing pig breed groups.
The C allele was more frequent in most Chinese native pig breeds and mainly existed in the form of AC het-
erozygotes. The mutation allele A had significant positive effects on most of carcass quality traits and car-
cass grading traits, but had negative effects on most of meat quality traits. The A allele can highly signifi-
cantly increase the carcass lean percent, loin eye area, ham percent and carcass length, and decrease fat
content (P< 0. 01). The A allele had additive effects of increasing 457. 915 Hm® of the size of muscle fiber,
3.594% of the carcass lean percent, 3. 084 cm” of the loin eye area, — 3. 915 5% of the carcass fat content,
0.771% of the ham percent, — 0. 145 and - 0. 160 of the meat color score tested by color plate at 45 mi-
nutes and 24 hours after slaughtered. The A allele had dominant effects of increasing 431. 055 Um® of the
size of muscle fiber, — 0. 153% of the carcass lean percent, — 0. 46 em” of loin eye area, 0. 666% of the
carcass fal content, 0. 068% of the ham percent, — 0. 052 and - 0. 213 of the meat color score tested by
color plate at 45 minutes and 24 hours after slaughter respectively.
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