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Abstract

Background and objective  RRM1 may be a prognostic factor in non-small cell lung cancer

(NSCLC). Theamof this study isto evaluate RRM1 expresson and prognosisin NSCL C by the meansof tis
sue microarray. Methods A total of 417 paraffin-embedded specimens of NSCLC from Lung Cancer Study
Center in Guangdong Provincial People’ s Hospital were collected and tissue microarray was constructed.
RRM1 expresson was detected by SP method and its correlation with prognosis was evaluated. Results No
statistic difference wasfound in RRM1 expression in different gender , age, tumor ste, histology, differentia
tion, T stage, N stage, M stage and pTNM stage groups ( P>0.05) . Univariate anaysis showed that RRM1
was not an independent prognostic factor (P>0.05) . At the multivariate analys's, differentiation and N stage
were consdered independent prognostic factors. Conclusion RRM1 expression detected by immunohistology
is not an independent prognostic factor in NSCLC. TNM stage is still the best prognostic factor up to now.
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Fig1 Detectionof RRM1in NSCLC (SP method, origina magnification x 20)
A: (-, negative expressonin cytoplasm; B: (+) , light brownin cytoplasm, with postive cellsof 25 %-49 %; C: (4) , brownin cytoplasm, with

postive cellsof 50 %-74%; D: (#) , degp brown in cytoplasm, with postive cells more than 75 %
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Wallis ( ) Kaplan-Meier Kaplan-Meier , a=0.05
,log rank , (P=
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1 NSCLC Kaplan-Meier
Tab 1 Univariate analysis of prognosisin NSCL C by Kaplan-Meier method
Variable Sratification P value
Gender Man, woman 0.4954
Age (year) <70, >70 0.7173
Tumor ste Upper lobe, middle lobe, low lobe, others 0.8798
Histology Squamous cell carcinoma, adenocarcinoma, adenosquamous carcinoma, others 0.5041
Differentiation Poor , moderate, well 0.0000
T status T1, T2, T3, T4 0.0001
N status NO, N1, N2, N3 0. 0000
M status MO, M1 0.0308
pTNM stage P 0. 0000
Operation type Lobectomy , pneumonectomy , limited resection 0.0072
Adjuvant therapy Yes, no 0.0114
RRM1 expresson , o+, 0.1871
RRM1 expresson High, low 0.1353

2 NSCLC COX

Tab 2 Multivariate analyss of prognosisin NSCL C by COX model

Variable B SE Wald of dg. Exp (B) 95 % Cl for Exp(B)
Differentiation - 0.538 0.099 29.524 1 0.000 0.584 0.481--0.709
T status 0.142 0.111 1.649 1 0.199 1.153 0.928-1.432
N status 0.317 0.124 6.538 1 0.011 1.372 1.077--1.750
M status 0.238 0.344 0.477 1 0.490 1.268 0.646-2.489
pTNM stage 0.241 0.163 2.183 1 0.140 1.273 0.924--1.754
Operation type 0.113 0.112 1.020 1 0.312 1.119 0.899-1.393
Adjuvant therapy 0. 080 0.210 0.144 1 0.704 1.083 0.717--1.636
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