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I~ 4. Products from alveolar macrophages
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PBMC activated by ConA for 3 h
1 B ERELRAEFN PBMC & RT-PCR =4
Fig.1 RT-PCR products from alveolus macrophage
cells and PBMC
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1~ 5. [MAanhpe: LPS ififk 0.1 3 6 .18 h Jiiff)
RT- PCR /4; 6. DL2 000 Marker
1~ 5. RT-PCR products from spleen activated by LPS
for 0, 1,3, 6 and 18 h respectively; 6. DL2 000M arker
2 LPSE{LAG AR A [E 8 8 RT PCR 74
Fig. 2t RT PCR products from spleen
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2,4,7,9. Bactin products from spleen, liver,
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3 Z4HAE I1-18/B-actin RTPCR P k4 R
Fig. 3 11-18/B-actin RT-PCR products
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Fig. 4 SDS PAGE result of the recombinant bacteria
expressing bIL- 18
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¢DNA Cloning and Expression of Mature Bovine Interleukinm 18 Gene
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Abstract: We isolated and sequenced a 480 bp ¢DNA encoding mature bovine interleukin-18 ( bIL-18) from
alveolar macrophages and splenocytes activated with LPS by RT-PCR. The bIL-18 gene was cloned into
pET32a (+ ) vectors and sequenced. Nucleotide sequence of bIL-18 shares high homology with cattle. Fu-
sional expression with pET32a (+ ) of bIL-18 of about 38ku was obtained by SDS-PAGE analysis after in-
duction by IPTG in the E. coli BL21 expression system. The recombinant protein can augment T cell pro-
liferation ConA-stimulated and IFN-Y production by MDBK. The IL-18 mRNA was constitutively detected
in bovine alveolar macrophages with or without LPS, While, enhanced expression was detected in spleno-
cytes and liver cells if treated by LPS, and can be weakly detected in peripheral blood mononuclear cells
(PBMCs) treated by activators. Significant deference of IL-18 mRNA level may reflect the capacity to pro-
duce mature IL-18 in such tissues.
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