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[ Abstractl Objective

and to investigate their relationship and clinical significance. Methods The expression of Skp2 and c myc was de

To study the expression of Skp2 and ¢ myc in norrsmall cell lung cancer ( NSCLC)

tected in 42 NSCLC, 10 pulmonary benign disease and 8 epithelial dysplasia t ssues by immune histochemistry. Re
sults The positive rate of Skp2 stain was 24. 83% £ 13. 64% in NSCLC tissues, which was significantly higher
than that in pulmonary benign disease tissues (3.07% £ 1.32%) (P< 0.001) and that in dysplasia tissues ( 13.
89% £3.95%) (P< 0.05). The expression level of Skp2 was closely related to cell differentiation ( P< 0. 001),
T NM stages (P< 0.01) and lymph node metastasis ( P< 0. 05), but not to pathological type of NSCLC. There
was a positive correlation between Skp2 and ¢ myc expression (r= 0. 448 P= 0.003). The concurrent high ex-
pression rate of Skp2 and cmycwas 38.1% (16/42), which was closely rela ted to TNM stage (P< 0. 05), but
not to cell differentiation, pathological type or lymph node metastasis. Conclusion Overexpression of Skp2 may

play important roles in carcinogenesis and development of NSCLC, and it may cooperate with ¢ mye protein.
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1 Skp2 cmyce NSCLC (x £9)
Tab 1 Relationship betw een expression of Skp2 and ¢ myc proteins and
clinical pathological characteristics of NSCLC patients (x £ 5)
Characteristic n Skp2 (%) F/t value P value cmyc (%) F/t value P value
Cell differentiation
Well 13 15.20%5.86 23.89%12.80
Moderate 15 20.92£7 754 19. 872 < 0.001 27.13118.98 1. 628 > 0.05
Poor 14 37.96%13.944 35.54%19.33
TNM stage
I 12 14.72%9.334 15.98%7. 134
I 11 25.87%12.10% 6. 359 < 0.01 24.77%t15. 714 9.910 < 0.001
I+ IV 19 30.61%13.61° 39.52%17.71*
Lymph node metastasis
NO 18 18.05%10. 92 17.22£9. 13
3.062 < 0.05 4.501 < 0.001
N1-3 24 29.92%13.44 37.72£17.59
Histology
Squamous cell carcinoma 20 22.10%11. 16 25.9%6%13.42
1. 246 > 0.05 1.039 > 0.05
Adenocarcinoma 22 27.31%15.08 31. 63 £20. 81
Group” vs group*, P> 0.05; Group” vs group®, P< 0.05
2.2 Skp2  cmyc 42 70
NSCLC Skp2  cmyce -
Pearson 0.448(P=0.003)( 3) Skp2 50 o .
cmyc 38. 1% (16/42), L 40 i ; .
£ Lo =a
< 30 o o
°8a ® e "
, (P< 0.05) . . E
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Tab 2 Relationship between concurrent high ex pression of 3 42 NSCLC Skp2 e mye

Skp2 and ¢ myc proteins and clinical pathological

characteristics of NSCLC patients

(r= 0.448 P= 0.003)

Fig3 Scatter of Skp2 and ¢ myc expression in 42 patients with NSCLC

Characteristic nl n2 X2value P value
Cell differentiation
Well 13 3
Moderate 15 5 3.541 > 0.05
Poor 14 8
TNM stage
I 12 2
I 11 3 5.768 < 0.05
I+ v 19 11
Lymph node m etastask
NO 18 4
3.365 > 0.05
NE-3 24 12
Higology
Squamous cell carchoma 20 6
1.061 > 0.05
Adenocarcinoma 22 10

nl: Total number; n2: Number of concurrent high expression

of Skp2 and emyc

Ras

[4]

(r= 0. 448, P= 0.003)
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