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Study on the gene expression patterns of KANGLAITE in anti-lung metastasis of LA795 mouse WU Yu
YANG Yufei WU Donghua. Department of Oncology Xiyuan Hospital of TCM  Beijing 100091  China

Abstract  Objective To screen the differential expression genes of KANLAITE in anti-tumor metastasis.
Methods mRNA was extracted and purified from the lung of the mouse with LA795 lung metastasis hybridized re-
spectively on 4 096-gene chip. ¢DNA microarray was scanned for the fluorescent signals and analyzing difference ex-
pression. Results Twenty-seven differential expressed genes were obtained. Among these genes 25 were up-regula-
ted and 2 were down-regulated. Twelve of them were Mus musculus cDNA clone. Six genes related with genesis de-
velopment and metastasis of tumor. Conclusion ¢DNA microarray for analysis of gene expression patterns is a power-
ful method to identify differential expressed genes. In this study 6 genes are thought to be associated genes of KAN-
GLAITE in anti-tumor metastasis.
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Tab 2 Expression abnormal genes in all 3 times of ¢cDNA microarray
. . Cy5/Cy3
Gene ID Genbank ID Potential gene function
Case 1 Case 2 Case 3
m0202b05 AA435172 ve23ell. rl Mus musculus cDNA 5'end 2.175 2.182 2.240
m0264a03 AA510391 vh57¢12. rl Mus musculus cDNA  5’end 2.325 3.176 3.78
m0042¢01 AA691777 vul6g01. rl Mus musculus cDNA 5’end 2.015 2.119 3.032
m0113f07 AF004934 Mus musculus Ste20-like kinase mRNA  complete cds 2.279 2.422 2.482
m0009e01 AF043120 Mus musculus beta prime coatomer protein mRNA  partial cds 2.396 2.436 2.596
m0046a03 AF143955 Mus musculus coronin-1 mRNA  complete cds 2.008 2.077 2.711
m0137d08 AF173681 Mus musculus thioredoxin interacting factor mRNA  complete cds 2.299 2.327 2.605
m0159¢03 Al131909 ue97¢01. x1 Mus musculus cDNA  3’end 0.433 0.482 0.495
ml1081b06 Al414322 md87d02. x1 Mus musculus ¢cDNA  3’end 2.397 3.004 3.651
m0109h07 AlI847660 UI-M-AP1-agm-a-03-0-UL s1 Mus musculus cDNA 3end 2.145 2.145 3.169
m0037a02 AI988007 uml10d12. xI Mus musculus ¢cDNA 3’end 2.416 2.512 2.564
m0119¢01 AU015482 AU015482 Mus musculus ¢cDNA  3’end 2.115 2.286 2.290
m0059h01 AU067242 AU067242 Mus musculus ¢cDNA  5’end 2.133 2. 164 3.173
m0280h01 AV024133 AV024133 Mus musculus ¢cDNA 2.166 2.451 2.505
m0264h03 AV340225 AV340225 Mus musculus ¢cDNA 3’end 3.369 4.250 4.581
m0235f09 AW550000 LO058F01-3 Mus musculus cDNA  3'end 3.739 3.823 3.989
m0984d10 AW822214 up63a02. xI Mus musculus ¢cDNA  3’end 3.133 3.265 3.827
m0042208 D00725 Serine protease inhibitor 2 3.889 3.923 4.019
m0123h01 D37837 Mouse mRNA for 65-kDa macrophage cytosolic protein complete cds 2.194 2.405 2.946
m0016¢02 149467 Mus musculus troponin T fast skeletal muscle isoform FAlel7 Tnnt3 2.215 2.285 2.400
mRNA  complete cds
m0042f11 M96827 C57BL/6] ob/ob haptoglobin mRNA  complete cds 2.064 2.424 2.771
m0114g08 NM_013615 Mus musculus outer dense fiber of sperm tails 2 Odf2 mRNA 2.170 2.520 2.816
m0202¢03 U13921 Keratin complex 1 acidic gene 13 2.492 2.740 5.620
m0265b03 U73200 Mus musculus pl16Rip mRNA complete cds 2.964 3.008 4.628
m0110a09 U89915 2.082 2.157 2.617
Mus musculus junctional adhesion molecule Jam mRNA complete cds
m0011b12 V00722 Mouse gene for beta-1-globin 2.036 2.142 3.090
m0202¢10 X95281 Mus musculus mRNA for retinal short-chain dehydrogenase/reductase 0.332 0.436 0.457
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