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Detection of lung cancer micrometagtasis in regional lymph nodes by assays o CK19 reverse transcription
pdymerase chain reaction GE Mingian, WANG Mei , LI Liangbin, ZHANG Yuhong, HUANG Tianlu. Depart-
ment d Thoracic Surgery , The First University Hospital , Chongging University d Medical Science, Chongaing 400016 ,
P. R. China

Abgract  Objective To st up anolecuar method (RT-PCR) which can be used to detect micrometagas's
o regond lynph nodes(LNS) in patientswith lung cancer. Methods Primary lung cancer tissues (n=20) and re-
gond LNs (n = 159) were obtained from 20 paients with lung cancer who undenwent lobectomy. Each LN was
halved. One haf of aLN was subjected to hidological examinaion (HE) and the other half was subjected to RT-PCR
anplification of CK19 mRNA. Serid dilution sudy usng LG5 cdls was performed to detect senstivity of the CK19
RT-PCR method. Results  Szrid dilution sudy for LG5 cdls denondrated that CK19 mRNA was detectable at a
concentration aslow as 10 LG5 cdlsin 1 x 10 LN cels. CK19 mRNA wasfound in 42 LNs that were proved to have
metagags by HE. O the other 117 LNs which were diagnosed as o metagads by HE, however , twenty five LNs
were found to express CK19 mRNA by RT-PCR. Concluson  Gonrparing with HE method , the RT-PCR method can
make nore accurate asesament of metadatic gausin LNs.
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Figl CK19 mRNA epresion in primary lung cancer tissue, rormd oontrol
LNsandLC5, PAacdls. Lane 1: nolecuar merker ; Lane 2 ,3: lung cancer ti-
sues; Lane 4,5: mormdl Iynph rodes; Lane 6,7:LC5 and PAa cdls; Lane 8:
control .
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2 CK19 RT-PCR
Fig2 Sendtivity of the CK19 RT-PCR method
Detection of senstivity was determined by performing serid dilution of LG5 cdlls
and preparing mixture with normel LN cells. Tota RNA was extracted from these
mixtures. CK19 mRNA expresson were gudied on these RNA sample by RT-
PCR. Reallt of agarose gd dectrophoreses are shown.
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2.3 RTPCR
RT-PCR 159

1 20

Tab 1 Patient characterigtics and the resuts of

2(X*=25.00,Pc<

0.005) 3 RTPRCR 20

lung cancer metagadsin snge lynmph node

Caz Agel Sx Turror sze(cm) (Ty%g?lcg%e) P TNM Sage hE CK19 RFFCR
1 68/ M 10.0 SCC Mod TaNoMo( B) 05 U5
2 50/ M 5.0 S0C Mod TNoMo (- A) 9 39
3 60/ F 4.5 CS, Roor TaNiMo (- A) 422 7122
4 72/M 5.5 Sa.C, Roor TiN2Mo( B) 11/21 14/ 21
5 63/ M 5.0 S0C Mod ToNoMo (- B) 0/ 10 0/10
6 7UM 5.0 SCC ,Mod TNiMo( B) 5/9 719
7 60/ M 10.0 SCC ,Mod TiNoMo( B) 5/5 5/5
8 39/ M 3.0 ADC Mod TiNoMo ( A) 07 o7
9 62/ M 4.5 S0C Mod TsNoMg( B) 0/6 5/6
10 64/ M 5.3 SOC, Roor TNiMg( B) 118 5/18
1 63/ M 3.0 ASC ,Mod T2NiMo(  B) 33 33
12 65/ M 2.0 SoC , Well TiNoMo (- A) o7 o7
13 78/ M 5.8 ADC Mod ToNoMo (- B) 0/3 33
14 49/ F 7.2 ADC , Roor TaNiMo (- A) 44 4/ 4
15 43/ M 8.0 SCC, Roor TsNoMo (- B) 0/3 U3
16 62/ M 4.4 ADC Mod ToNoMo( B) 06 06
17 43/ M 2.0 ADC Wl ToNoMg (- B) 0/5 05
18 44/ M 3.0 C Wl T2NoMo( B) o4 o4
19 63/ M 6.2 ADC ,Roor ToNMo (- A) 6/6 6/6
20 59/ F 4.7 ADC Mod TuN:Mo( B) 26 36

M:Mde; F: Femde; SCC:Squamous cdl carcinoma; CS:Carcinosarooma; SALC: Smdl cdl lung cancer ; ADC:Aderocarcinoma; ASC:Adenosguanus carci oma

2 CK19 RFPCR
Tab 2 Conparion between HE and CK19 RT-PCR detection
o lung cancer metagases in regond lynph rodes

Podtive Neggtive
CK19 RT-PCR
Postive 42 25
Negative 0 92

X2=25.00, P<0.005
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Fig3 Detection df lung cancer micrometagasesin LNs by CK19 RT- PCR meth-
ods (Case 20) . The number of involved lymph nodes was two by the histologica
diagnos's (Lane 5 and Lane 8) and three by the genetic diagos's (Lane 5, 6 and
8) . RT-PCR anplification of CK19 mRNA for primary lung cancer tissue (Lane
2) and rormd control LN (Lane 3) were used as positive and negetive control re-
Pectively.
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