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Abstract: Objective ~ To investigate the effect on the expression of zinc finger transcript factor Snaill
(Snail) and excision repair cross complementation group 1 (ERCC1) after transfected with the signal
transducer and activator of transcription factor(STAT3) in SGC7901 cell line. Methods We used recom-
binant DNA technology to construct the pEGFP-C1-STAT3 recombinant eukaryotic expression vector and
transfected by liposome 2000 in SGC7901. The expression of EGFP was observed in transfection group by
fluorescent microscopy. We detected the expression of STAT3,pSTAT3, Snail, ERCC1 and the apoptosis
rate using Western blot and flow cytometry after cisplatin (DDP) treated. Results The recombinant plas-
mid was confirmed by double restriction enzyme digestion and the sequence was consensus with STAT3
gene sequencing. SGC7901 cells were transfected with recombinant plasmid pEGFP-C1-STAT3 and the
product of recombinant plasmid was obtained. Western blot detection of the pSTAT3, Snail and ERCC1
expression showed significantly increased protein levels. Flow cytometry analysis revealed obviously de-
creasing of cell early apoptosis after the DDP treatment in pEGFP-C1-STAT3 transfection group. Conclu-
sion We constructed the pEGFP-C1-STAT3 recombinant eukaryotic expression vector successfully and
enhanced the expression of Snail and ERCC1 after transfection in SGC7901 cell line, which decreased its
sensitivity to cisplatin.

Key words: Signal transducer and activator of transcription factor (STAT3); Zinc finger transcript factor
Snail; Excision repair cross complementation group 1(ERCC1); Gastric cancer; Vector construction
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Figure 1 PCR amplification of STAT3 gene
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Figure 2 Identification of the recombinant plasmid pEGFP-

C1-STAT3 by Hind [ and Sac ] digestion
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A:expression of EGFP in SGC7901 cells at 24 h after trans-
fection with plasmid pEGFP-C1-STAT3, detected by immu-
nostaining; B: expression of EGFP in SGC7901 cells at 24 h
after transfection with vector pEGFP-C1, detected by immu-
nostaining

B3 SGC7901 BRZBRAZEAFESHIMBLER( X200
Figure 3  Green fluorescent protein signal of SGC7901 ( X 200)
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A: pEGFP-C1-STAT3 transfected group; B:
transfected group

Bl 4  Western blot 5 il ¥ 3 it #7 /5 SGC7901 4 f@
STAT3,pSTAT3.Snail ERCC1 % Tublin & 5 K&K ix

The protein expression of STAT3, pSTAT3, Snail,
ERCCI1 and Tublin in SGC7901 cells after transfection, detec-
ted by Western blot

pEGFP-C1

Figure 4
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0w 1 Ghak. . 0w 1 ; £, M ] o 2
= : =9 -2 220
o o &
— 3 — __>:-10'
g
m

10°
FITC-H

102 10°  10*
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10° 10? 104 10°

10*
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102 10° 10°

o
PEGFP-C1-STAT3 pEGFP-C1

A:SGC7901 control, without treatment; B: SGC7901 transfected with pEGFP-C1-STAT3 and treated by DDP for 24 h followed
by the Annexin V-FITC; C: SGC7901 transfected with pEGFP-C1 and treated by DDP for 24 h followed by the Annexin V-
FITC. A-C:one of FACS graphs was picked out standing for each group. D: Statistical data from indicated experiments run in

three times. Columns, mean of three independent experiments; bars,SD
B 5 SGC7901 ARk E £ E A RAL pEGFP-C1-STAT3 K =2k pEGFP-C1 [FI$H>t 4 2RI A T- 89500
Figure 5 Effect of DDP treatment on early apoptosis after SGC7901 cells transfected with pEGFP-C1-STAT3 and pEGFP-C1
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