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Abstract: Small heterodimer partner gene is expressed in liver, heart, pancreas and adipose tissue
and influences the lipid homeostasis. Three genotypes (GG, GA and AA) of SHP gene exon 1
were identified by PCR-SSCP and their distribution was significant different (P<C0. 05) in five pig
breeds (L.arge White, Landrace, Pietrain, Jinhua and Wild boar) by Chi-square analysis. The ho-
mozygotes were sequenced and one polymorphic locus (G374A, DQ002896) was found which
changed the amino acid from Arg to His. Moreover, association analysis of SHP polymorphism
with backfat thickness and intramuscular fat contents was conducted in the F;generation from the
Jinhua X Pietrain resource family. The results showed that the pigs with genotype AA had
27.0%, 30.6%, 19.5% and 40. 9% lower backfat thickness at three positions (should, thorax-
waist and buttock ) and intramuscular fat contents respectively than those with genotype GG (P
< 0.05); At 6th-7th rib backfat thickness, the pigs with genotype AA was significantly lower
than those with genotype GA by 23.0% (P <C0.05).
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SHP gene exon 1
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Table 1 Gene frequency and genotype frequency of SHP gene exon 1 in different porcine breeds
KRE# KB# RSN ey i
Large White Landrace Pietrain Jinhua Wild boar

BN SR P BN SEP KRN HEP KIBHEN HEP BHEHEN HEP
S GG 5 0.161 4 0.148 9 0.321 20 0.558 8 0.421
o GA 10 0.323 8 0.296 12 0.479 10 0.294 7 0.368
CROWYPES AN 16 0.516 15 0.556 7 0.250 4 0.118 4 0.211
AL G 0.323 0.296 0.536 0.735 0. 605
Allele genes A 0.677 0. 704 0. 464 0. 265 0.395
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Table 2 Effect of different genotype in SHP gene exon 1 on backfat thickness and intramuscular fat contents

Fk A 7Y LR RAEREE  ~ThEwEEE YRR TR R JUL P i D7 2
Genotypes Number SFT /em RFT/cm TFT /cm BFT/cm IMF/ %
GG 44 5.114£0. 23" 3.37+0.21*" 2.61£0.17° 2.41+0.17° 3.5240. 28"
GA 92 4.714£0.13% 3.384+0.12° 2.36+0.09" 2.34+0.10% 2.5940.19"
AA 24 3.734+0. 37" 2.6040.33" 1.81+0. 27" 1.94+0. 28" 2.0840. 39"

B T3 B bR E 22 5 1) 81 b A A 7 B A [ 3R 22 S i 3% (P<C0. 05)

Datas are means—+ standard error. Values in a line with different superscripts are significantly different at P < 0. 05
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