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Abstract: Objective To explore the function of PTTG and MMP-9 protein expression and evaluate their rela-
tionship with clinical stage of esophageal carcinoma. Methods ~ Immunohistochemistry SP was used to check the
protein expression of PTTG and MMP-9 in biopsy tissue specimen of 84 cases esophageal carcinoma,and the re-
lationship between protein expression level and clinical stage grades was analyzed. Results PTTG and MMP-9
protein were high expression and with positive correlation in esophageal carcinoma. Positive expression rate were
higher in late clinical stage than that in early stage in esophageal carcinoma. Conclusion PTTG and MMP-9 are
high expression,and the two sorts of protein expression have a positive correlation with clinical stage of esopha-
geal carcinoma. It suggests that PTTG and MMP-9 genes play an important role in regulating occurre.develop-
ment, invasion and metastasis of esophageal carcinoma.
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A:PTTG positive expressed as brownish yellow granules at
cytoplasm(or) nucleus of cell; B: MMP-9 positive expressed
as brownish yellow granules primany at cytoplasm, part of
the cytoplasm and (or) nucleus of cell; PTTG: pituitary
tumor transforming gene

E 1 PTTG.MMP-9 ERERALHFHRIESP X 400)
Figure 1 Expression of PTTG and MMP-9 in primary site
of esophageal squamous cell(SP X 400)
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Table 1 The relationship between PTTG . MMP-9 protein expression and the clinicopathological parameters in esophageal carcinoma

Clinical characteristic n  PTTG positive case( %) P MMP-9 positive case( %) v P
Age(years)

<60 31 21(67.7) 23(74.2)

=60 53 37(69. 8) 0. 005 0. 941 29(54.7) 3. 146 0.076
Gender

Male 55 39(70.9) 36(65.5)

Female 29 16(55. 2) . 080 0. 149 16(55. 2) 0. 851 0. 356
Tumor length

<5 cm 37 21(56.8) 21(56.8)

=5 cm 47 36(76.6) . 736 0. 053 31(66.0) 0.743 0.389
Invasion depth

<15 mm 45 26(57.8) 22(48.9)

=15 mm 39 32(82.1) . 760 0.014 30(77.0) 6. 963 0. 007
Tumor volume

<40 cm’ 46 26(56.5) 24(52.2)

=40 cm’ 38 32(84.2) . 465 0. 006 28(73.7) 4,083 0. 043
Differentiation degree

Well differentiated 48 37(77.1) 31(64.6)

Poor differentiated 36 21(58.3) . 384 0. 055 21(58.3) 0. 341 0. 360
T stage

T1~2 42 23(54.8) 18(42.9)

T3~4 42 35(83.3) . 021 0. 004 34(81.0) 12.923 0. 000
N stage

NO 50 25(50. 0) 21(42.0)

N1 34 33(97.1) 20.971  0.000 31(91.2) 20. 753 0. 000
TNM

I ~1 59 34(57.6) 28(47.5)

m~N 25 24(96.0) 12.098  0.000 24(96.0) 17.545 0. 000
Metastasis

With 68 42(61.8) 37(54.4)

Without 16 16(100) 8. 860 0. 001 15(93. 8) 8. 499 0. 002
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