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Association between Hinf | Polymorphism of Prolactin Receptor (PRLR)
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Abstract: The polymorphism of intron 8 in prolactin receptor (PRLR) gene was detected by PCR-
RFLP. A Hinf-I RFLP was detected in intron 8 and the polymorphic locus is common in all detec-
ted lines. Association between the founded Hinf-I RFLP in intron 8 and 305 days matured equiva-
lency (ME), fat percent (F%), protein percent (P%), the first mating days (FMD) and the
first calving days (FCD) was tested by least square analysis. No significant difference between
Hinf-1 RFLP and F%, FMD and FCD were founded in present study, but regular effects was
showed. Individuals with BB genotype had lower ME (P<C0. 05) and higher P% (P<C0.01). The
additive effects of allele A was 296. 00 kg/parity, 0. 08, —0.14%, 4. 55 d/cow, 15.10 d/cow for
ME, F% . P%, FMD and FCD respectively. The dominant effects of allele A was 259. 80 kg/par-
ity, 0.07, —0.10% ., 0.95 d/cow and 4. 90 d/cow respectively.
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T 31 W ¥ i, ¥ ¥ . Forward primer: 5'
CCTCGCTTTAGCCATTAGS3',Reverse primer: 5’
GCACTTACCTCCAGCAGAS'. i b #f £ T &
o

PCR Jz b @& FL 15 pL, 45 2. 5 mmol/L [y
dNTPs 1.0 L., 20 pmol/L M5 ¥R & W 0.5 pL,
10 X Buffer 1.5 pL, 25 mmol/L f§ Mg’ 1.5 uL,
Tag DNA B 48 1.5 pL (0.5 U/pl), itk 1.0
pL.ddH,0 8.0 pL,

B AR F R 95°C A2 M 5 min; 95°C 30 s,
55°C 90 s,72°C 90 s,32 NFH; 72°C ZEA# 5 min,
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Fig. 1 Detection of PCR product of intron 8 in PRLR
gene
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Fig. 2 The results of PCR products digested with Hinf |
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5 AA R AB BUH B #25% . BB RIAMRILE AR
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Table 1 Genotype distribution and allele frequencies of PRLR gene PCR-RFLP in different dairy population
- FEA L Jik [ 0 A7 24 S Bk R A 3
) Sample Genotype frequency Allele frequency
Populations

size AA BB AB A B
Hp [ fif 9 H 24 Chinese Holstein 146 0.72(105) 0.07(10) 0.21(31) 0.83 0.17
PN 77 i 40 4 Australia Holstein 60 0.63(38) 0. 08(5) 0.28(17) 0.78 0.22
& K fi i 45 Canadian Holstein 50 0.76(38) 0.06(3) 0.18(9 0. 85 0.15

355 A A [ 2 TR Y A

Bracket means the number of different genotypes
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Table 2 Effect of different factors on performance of Holstein

305 d PR AR B ) - A ) A
b (ME) /k SEHFUEN R () /Y% PHHEARMTP) /% WIRER H & /d k=g /d
F{f F value * & Average milk fat Average milk The first mating The first calving
305 d matured
) percentage protein percentage days(FMD) days(FCD)
equivalency
FLH K Genotypes 5.71" 1. 04 24.70" " 1.47 0.41
fh R ZN Line effect 12.72" " 2.01 1.03 2.29 0.99
ZF AR
0.77 0. 48 1. 14 1. 80 0. 69
Interaction effect
*.0,.01<<P<<0.05; % %, P<C0.01
%3 PRLR £ [F 7 [EE FE R 0 848 4 & F= 4 Gk A S
Table 3 Effect of different genotypes on production of Holstein cows
305 d ;=4 AR B B ) ) )
— —_ FHFBRMI R (B /Y% FHAEARP) /Y% R H /A wIKF=EH R/ d
) e Average milk Average milk The first mating  The first calving
Genotypes 305 d matured )
) fat percentage protein percentage days (FMD) days (FCD)
equivalency(ME)
AA 8 466.54=+162. 10" 3.974+0.06 3.10£0.11% 513.71£7.20 796.63+11.10
AB 8 430. 324190. 70° 3.83%£0.05 3.14=+0. 10" 510. 13£6.90 786.42+9.10
BB 7 874.43+221. 20" 3.824+0.08 3.3840.28% 504. 64+10. 80 766.46+11.00
a 296. 00 0.08 —0.14 4.55 15.10
d 259. 80 0.07 —0.10 0. 95 4. 90
D 0. 88 0. 87 0.71 0.21 0. 33

[7) 5 A [7) /N5 2 B 3 7R 22 57 A 1. 3 (P<C0. 05) , [Al B A [R) K5 o B 4 7R 22 S . 3 (P<C0. 01)

Means in a column with different lowercase superscripts are different at P<Z0. 05, means in a column with different capital su-

perscripts are different at P<Z0. 01
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FEH ISR AB SEHBIASRAE TR iR A . AA KR
PRI A LG BB KR PR AS 4K 7= 45 o 3 1 592 kg, T
BB % H AL AR BB EH A AR EA RS
0.28%,Z %M B (P<<0.01), HRETIEY KAEA
BRI RIS RN o DA R g AR R % B Ak T
AR
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YhHE A PR RE A — S S A S5 AL 5 AT A T 7 )
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