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Expression of Gap Junction Proteins Connexin26 and Connexin43 and Their Correlation

with Occurence, Invasion and Metastasis in Esophageal Squamous Cell Carcinoma
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Abstract: Objective To study the relationship between the expression of gap junction proteins connex-
in26 and connexin43 and the occurence, invasion and metastasis of esophageal squamous cell carcinoma.
Methods The expression of Cx26 and Cx43 proteins and mRNA were detected by SP immunohistochemi-
cal and RT-PCR methods in 42 cases of esophageal squamous cell carcinoma (EC) tissue, 17 cases of mu-
cosa adjacent to cancer and 42 cases of normal esophageal mucosa. Results The positive expressions of
Cx26, Cx43 protein and mRNA in cancer tissue were both lower than that in normal mucosa tissue, and
the positive expression of Cx26, Cx43 protein in tumor-adjacent atypical hyperplasia epithelium had a de-
creasing trend. Cx26, Cx43 gene loss or decreased expression had closely correlation with invasion depth
and lymph node metastasis of esophageal squamous cell carcinoma. There was a correlation between the
expression of Cx26, Cx43 protein and differentiation levels of tumor, and positive correlation between the
expression of Cx26,Cx43 protein and the expression of Cx26, Cx43 mRNA. Conclusion Connexin26 and
connexin43 can provide a theoretical basis to suppress of carcinogenesis, invasion and metastasis of e-
sophageal squamous cell carcinoma and may be used for early diagnosis, invasion and metastasis of esoph-
ageal squamous cell carcinoma.
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Table 1 Relationship between the expression of Cx26 mRNA and Cx43 mRNA and clincopathological

parameters in esophageal squamous cell carcinoma

o Cx26 mRNA Cx43 mRNA
Characteristics n ) F P . P
relative content relative content
Gender
Male 24 0.782£0. 100 0. 688 £0. 072
Female 18 0. 807 £0. 100 1. 018 0.317 0. 694 £ 0. 091 1. 325 0.312
Age(years)
=60 22 0. 769 £0. 084 0. 669 £ 0. 084
<60 20 0.819£0. 110 0. 880 0. 352 0.713+0. 131 0. 857 0. 349
Histological grade
1 19 0.816£0. 074 0.731x0. 084
I 15 0. 766 £0. 092 5.222 0. 008 0,707 x0. 085 8. 238 0. 002
I 8 0. 758 £0. 099 0. 638 £0. 038
Invasive depth
Superficial layer 15 0.847+0.112 0.726 0. 105
Deep zone 27 0. 785 £0. 090 3.303 0. 044 0. 681 £0. 059 3.317 0. 041
Lymph node metastasis
+ 14 0.825£0. 083 0.785£0. 083
- 28 0.768 £0. 113 5.103 0. 028 0.638+0.113 17. 184 0. 000
*2 AESHEALSTH Cx26 43 BEARESIERFREFSHIXER
Table 2 Relationship between the expression of Cx26mRNA and Cx43 mRNA
and clincopathological parameters in esophageal squamous cell carcinoma
Cx26 protein Cx43 protein
Characteri-stics n expression. - X2 P expression. - Xz P
Positive Positive
i rate( %) . " rate( %)
Gender
Male 24 16 8 33.3 18 6 25.0
Female 18 9 9 50. 0 0. 595 0. 440 11 7 38.9 0. 392 0.531
Age(years)
=60 22 11 1 50. 0 14 8 36. 4
<60 20 14 6 30. 0 1. 008 0.315 15 5 25.0 0.213 0. 644
Histological grade
1 19 6 13 68. 4 10 9 47. 4
I 15 12 3 20. 0 11.952 0. 003 11 4 26.7 6. 288 0.016
I 8 7 1 12.5 8 0 0
Invasive depth
Superficial layer 15 1 14 93.3 4 11 73.3
Deep zone 27 24 3 11.1 23.753 0. 000 25 2 7.4 16. 647 0. 000
Lymph node metastasis
+ 14 3 1 78.6 3 11 78.6

- 28 22 6 21. 4 10.389 0. 001 26 2 7.1 19. 064 0. 000
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1:normal esophageal mucosa; 2; tumor-adjacent atypical hy-
perplasia epithelium; 3. esophageal squamous cell carcinoma;
4 :negative control; M: Marker DNA Ladder
1 AESHEREERSEHBEARA P Cx26
A RT-PCR &£ 8
Figure 1 Expression of Cx26 mRNA was detected by
RT-PCR in esophageal squamous cell
carcinoma and normal esophageal mucosa
B2 AESEREEREFRARAS
Cx43 EF RT-PCR £ 8
Figure 2 Expression of Cx43 mRNA was detected
by RT-PCR in esophageal squamous cell

carcinoma and normal esophageal mucosa

e e g (3)
3 AfsiEAR] O EEREAALFER
(SP X200)
Figure 3 Expression of Cx26 in esophageal
squamous cell carcinoma(SP X 200)
4 AESEARD C43 BEAREAALFEERN
(SP X200)
Figure 4 Expression of Cx43 in esophageal squamous

cell carcinoma(SP X 200)
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