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Abstract: Objective
HLA-DRY immune-associated gene and esophageal cancer (EC) in a high incidence Kazakh of Xin-
jiang. Methods
Tap2379/Tap2665 genotypes were detected by PCR-RFLP and HLLA-DRY allele gene were identified
Tap2379
genotype frequencies of esophageal cancer group was different from the controls(;(2 =18. 247, P<<
0.05,0R=2.347,95%CI:1. 587~3. 471) ; Tap2665 genotype did not find this di[[erence(;(2 =2.175,
P>0.05,0R=1.317,95%CI:0.919~1. 899) ; HLA-DRO allele positive of case group was different
from the cormrols(X2 =13. 443, P<<0.05,0R=2.343,95%CI 1. 486~3. 693). Multivariate condition-
al logistic regression analysis showed: Tap2379 genetic polymorphisms/ HLA-DR9 gene and history

To evaluate the association between Tap2379/Tap2665 genetic polymorphisms/
A case-control study was conducted with 194 cases of EC and 388 controls.

by PCR. The conditional logistic regression model was performed in this study. Results

of esophageal or stomach disease were risk factors of Kazakh esophageal cancer. The interaction anal-
ysis showed Tap2379 genetic polymorphisms with HLLA-DRO allele gene significantly increased risk to
the development of esophageal cancer 5. 302(95%CI:2. 363~11. 900). Conclusion Tap2379 genetic
polymorphisms and HILA-DRO allele gene are important risk for EC, Tap2665 genotype did not found
this action. Tap2379 and HLLA-DR9 showed an additive risk to develop esophageal carcinoma.
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. Tap2379 A7 7E G—>A L2250, Tap2665 44
JSAETE A—>G 2. Tap2379 i FAs @ R
FR IS SRR RS . A A bt
J& (human leukocyte antigen, HLA) X} HiiErs k&
91T HLA-DRB1 * 0901 (HLA-DR9) 4 3£ X 47
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SRR
1.3 LRk
13,1 FZUHA  PCR L (f8 [ Biometra
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(dANTP), Taq [, 10 X PCR Buffer & Mspl NY) i
(KREFEYNFD ,Bstul(Fermentas) ,
1.3.2 DNA #h$2 . PCR ¥ 14 L Bgy) &850 6
Kot BE 4 BB B 4 1, — SOCARIRAR A4 . K
ZH DNA $2 PR HI -5 05 -5 G BE v s i A 32 19
DNA 28 1 Yol e L ik 56 E . PCR 3% i fi FH /%
5145 Sk, Tap2379. F 5'-GCCCGTGCCT-
TGTACCTGCGC-3",R 5'-ACCCCCAAGTGGAG-
CAC-3', 4k 212bp; Tap2665: F 5'-GGTGATTGCT-
CACAGGCTGCCG-3', R 5-CACAGCTCTAGG-
GAAACTC-3', 3t 227bp, Tap2379 F1 Tap2665 .
AR 25 pl, FEHZH DNA 2 pul, 57 (25 pmol/
pD 460.8 pl, ANTP 2, 0 pl, Taq i (2. 5U/pD 0. 4
111,10 X PCR Buffer(F Mg® 2.5 pl, PCR §H4 4
14 :94 CHAEE 5 min, 94°C 45 5,56°C 45 5,72°C
45 s, 4t 35 MF, 5 72°CIE{# 10min, Tap2379
PCR r=¥ ] Bstul NY)EEEEY) , Tap2665 PCR F=4)
FH Mspl NV E§BEED, 37°C ki 12 h; HLA-DRY: F
3'-CCGCTGCACTGTGAAGCTCT - 5, R 5'-
GGACGGAGCGGGTGCGGTATC3', PCR Jz i
BARFR 25 pl L4 DNA 2 pl, 514 (20 pmol/pD
£ 0.8 plodNTP 2. 0 pl, Taq B (2.5 U/uD0. 4 pl,
10X PCR Buffer(£ Mg**) 2.5 pl, PCR 434 44
F:94°C FiAEHE 5 min, 94°C 30 s.62°C 45 s,72°C 45
s, 3k 35 ANMFIR, B2 )5 72°C 4E# 10 min,
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WEEEIE B UKk 3 0 T %8 € Tap2 J R AL A HLA-
DRY % fii £ [ 4% &, ] DNA Marker 1 (100 ~
600bp) ¥F 2 B8, Tap2379 K [K &l 43 = Fh. Val
(G)/Val(G) ,\Val(G) /Tle(A) [ Tle(A) /Tle(A) , Fr Bt
KB 43 5 R (193 + 20) bp., (213 + 193 + 20) bp.
213bp; Tap2665 £ K #53 =Ff: Thr (A)/Thr(A) |
Thr(A)/Ala(G),Ala(G)/Ala(G), F B 43
1 227bp. (227 + 207 + 20) bp, (207 + 20) bp; HLA-
DRY %5 K BHPE# 1 B 193 bp (9 B 89 R 187, B
HAHI,
L4 Bitsorik
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OR {8}z CI (95%) #fi 5 Tap2379. Tap2665 #: [N %
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ny W)W R E (ny) = %(m o)y BT



« 212 -

FDIEBRSBHHFT 2011 £55 38 555 2 H3

[to

Var(n,) = (n, +n,) on, WIABE . E(n) =5 (n, +

3
ny)sny, W 2. Var (n)) =

[n,~E,) +n, —E,)]
Var(n,) + Var(n,)

2
g(nI + n3),X2 =
n, +2n,
2ns +n, °

sOR =
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128 N2 66 A % RR4H 388 A, Hd 5B 256 A, %«
132 KA B 22 R RS2 X (" = 0. 00, P
= 1. 00) s i 21 5 % R A AT L3 22 S RG24
X (t=1.902,P=0.058), M A#E Tap2379.
Tap2665 F K AR 2 75 35 8] Hardy Weinberg jit
FESEAR B X6 BB Tap2379 F P 76045 % WL {1 5 1A
BEIATHE, 2R G FE L (7 =419, P>
0. 05) 5 B X BEZH Tap2665 5k P& 76 551 2 W {8 5 31
BIEIEAT A, 27 BG4 L (° = 0. 039, P>
0. 05) ;BB Tap2379, Tap2665 K PH 45 2% 2 14 5
it T B AHFCER .

2.2 Tap2 3N Z % HLA-DRY 254 3L [H 51
R R

Tap2379 LLRAFJ4 & 1 (A/G) FIZ AL 4l 45 7Y
(A/N) Ry 78 1™ + 73R, A4 ARG/ G) Rk
FRERLGHC - VFOR G 2 R BT 3 AL A
i, 2 R R =3 ) R R I OO R IS AT e 4
I T S e T N S I
—o &1 2 FXFRORHY R TR SR Tap2379: o
18.247,P<<0. 05, ZR A G122 E X, H OR ik
2.347 (95% CI: 1. 587 ~ 3. 471); Tap2665: y° =
2.175,P>0. 05, H OR i/ 1. 317(95%CI ;0. 919-
1.899) , 2R IG5 s HLA-DRY S543 3K [
PELLS + 73R, BIPE L — 73R, B R I AL At
HEZH HLA-DRY 850y 3L K PR R LA ° = 13. 443,
P<<0. 05, 25 A %1% 2 X, H OR {H N 2. 343
(95%CI:1.486~3.693), L% 1,

A

£ 1 Tap2 HLA-DRYI EE S SERFERHREEENLR
Table 1 The genetic polymorphisms of Tap2 and

HLA-DRY for esophageal carcinoma

. control 2
Genotype T . amount  y P
Tap2379 + 6 27 44 77 18. 247 <<0. 05
- 6 37 74 117
Tap2665 + 20 38 35 93 2.175 >0.05
- 17 48 36 101
HLLA-DR9  + 0 4 39 43 13. 443 <<0. 05

- 1 33 117 151

2.3 MBEEEENZ RSN Logistic [mIH4HT

ASBIFGE XA 1 ) B L A M A S R TR
ZRZ W R T4 T T A% DL RC, Sy i — 25 3 i W] B
[FIEE A% | SRR AH OC Y HA TR 4% R 2R B9 VE H 1 o A [
R EE S E RN L BB R R L SR RS
HMr A B LA Tap2379, HLA-DRO %5 {37 Jit [A]
WA AR G| A Z R 5 A Logistic [AIHAEAY,
SRR A B O B LA MR B R 1 K
2 JCE s S 1 1. 318 % (95% CI: 1. 061 ~
1. 637) s RS 1 B8 i B P i R A L Y
TOLT, Tap2379 i A/A B A/G MR BB
JEE TR KU 2 G/G AU 1. 206 £% (95 % CI ;1. 006 ~
1. 447) ; HLA-DRY 237 5 P BH M 35 28 2 898 1 XL
B 1. 228 % (95 % CI: 1. 018 ~1. 629),
W2,

2.4 Tap2379 HH L E M5 HLA-DRY %% {; 3L K
R 32 AR H]

PL Tap2379 B A 4l 4 % . HLA-DRY 45 (v & [A
FRPE J A: 58 i i G B M o 54K 1, Tap2379 /AR
Z Ay B R g AR a4 8 HLLA-DRY %5 {3 5 P B M 3%
K B IR B S X B4 B4 2. 22845 (95 %6 CI
1. 475~3.366), Tap2379 ¥+ 44 % HLA-DR9
S L DR BRI e A £ A8 g B A P e X AR 2H 1Y
2.5394%(95% CI: 1. 415~4. 557), Tap2379 5878
TRy T Bl 98 7 ali A 8 HLA-DRO 4545 35 4] BH P &
AR 1) s G MR e BR A Y 5. 302 A% (95 %6 CI
2.363~11.900), W3 3,

K2 WMEAEENSEREH Logistic @RS

Table 2 Multivariate conditional logistic regression analysis of esophageal carcinoma

Factors B SE X2 P OR(95%CD
History of esophageal or gastric disease(control=no)  0.276 0. 111 6. 204 0.013 1.318(1. 061~1. 637)
Family history(control = no) 0. 105 0. 150 0. 448 0. 485 1.111¢0. 827~1.491)
Tap2379(control = G/G) 0. 188 0. 093 4. 099 0. 043 1. 206(1. 006~1. 447)
HLA-DR9(control = negative) 0. 253 0. 120 4, 457 0. 035 1.228(1. 018~1. 629)




FDIEBRSBHHFT 2011 £55 38 555 2 H3

« 213 -

# 3 Tap2379 &34 5 HLA-DRY ZEF S
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Table 3 The interaction analysis of the Tap2379 and
HLA-DR9Y for esophageal carcinoma

Tap2379 HLA-DRY Case  Control xz P OR(95%CI)
- - 92 271 — — 1.000
+ - 59 78 14,818 0.000 2,228(1,475~3,366)
- + 25 29 10,223 0,001 2.539(1, 415~4,557)
+ + 18 10 19.497 0.000 5.302(2,363~11,900)

3 itig

ARG RN A T RS B EN '
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