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Abstract: Diacylglycerol acyltransferase 1 (DGAT1) is a microsomal enzyme that catalyses the fi-
nal and only committed step in the formation of triglycerides. The Laiwu pigs are capable of de-
positing more fat than western pigs. It is possible that they have a higher DGAT1 enzyme activi-
ty. In this study, exon six to exon eight of Laiwu DGAT1 was amplified and sequenced (Gen-
Bank accession number DQ289596). Two single nucleotide polymorphisms (SNPs) were
identified at 27 bp of exon six and 56 bp of exon eight, respectively, both of which are silent mu-
tations. A fragment of 737 bp of Laiwu DGAT1 promoter was as well cloned and sequenced. A
deletion of adenosine (A) at -241 (relative to initiation codon ATG) was identified in Laiwu pigs.
The association of the mutation with fat deposition remains to be elucidated.
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Fig.1 PCR amplification of exon 6 through exon 8 of
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Yorkshire @ —————— 360
AY(Q093657 @ e 360
Laiwu CCCTGCCACTTGCTGGCAGCTTCTGCAGGTAAGAAGGCCAACGGGGGCGCCGCCCAGCAC 420
Yorkshire —————— 420
AY093657 @@ e 420
Laiwu AGCGTGAGCTACCCGEGA 437
Yorkshire  -—-——-—------—--—- C—- 437
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Fig. 2 Allignment of exon 6 through exon 8 sequence in DGAT1 from different breeds. Bases in bracket

indicate mutant base position. The mutant position (AA—GC) in bovine DGATI is underlined
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TGGGTATCAGGTGCGGCGAGCTCTACGGACACGGCGTTGGCCCGAGACGCCTGGACCACAACGCACTAGG

CATTTCGTAAGTAAGCTACATCCTCACACTCCGCGCCTGGACTGAAGCCTGACGAAACCCTGTGTTTATA

GAGTAGGACAAGGTGCAGGCAGCGGTCAGAGTCAGCAGAGGCTTGCAGCTGCTAGGAAGCCGCGCGCGTT

CTGCGCGGTCCTGCGGGCAACAGTGTCCGCCGCCCCGCGACCACAACTCCCAGGGTGCACCGCGCGCTCG

CGGCGACCACAATTCCCAGGGTGCGTCGCGCGCCCGCGGACTACAAA. TGGGCGCGL. GCCGGGGCTCTG
A .
A T
CGCCAGTTAGCGGCCCCGGGAGCGACGCTGCTGCGAGCGCCGCGACGACCGAGCGGGCGCGCACTGATTG

GAGGCGCGGGCAGGCGCGCGCGCGCTACGGGGGCCGGCAGGAGGCGGETGGCGGCTGTTGGCCAAGGGTCC

GGAGGCGGGGCCGCAAGCCTCGGGCGCTGTGAGCCCGGCGGGCCACGACTCGGCCGCGGCAGGGTGCAGG

CAGAGGCCRTAGGTGACCGCAGCGGCGCGOGOGECTCCCGCCGCCOGACGACCGGETCGLGGCCCTCCAG

CCAGAGCGGCAGCGGGTTCGCGGCCGCAGAAGAGGAGGTGCGGGACGTAGGCGCCGGGGGGGACGCACCG

ACGCCGGACAAGGACAAGGACGGACACGACGATGTGAGC
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Fig.3 Amplification, sequencing result and alignment of porcine DGAT1 promoter region. (a) Specific

porcine DGAT1 promoter region; lanes 1,2 and 3 represent DL2000, Yorkshire and Laiwu, respectively;

results: upper, Laiwu; lower, Yorkshire;
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