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Abstract: Objective To investigate the expression of C-myc and HPV16/18 DNA in cervical carcino-

ma and cervical intraepithelial neoplasia (CIN) and their relationship with clinicopathology. Methods

10 cases of normal cervical epithelium, 20 cases of cervical intraepithelial neoplasia (CIN) and 30 cases

of cervical carcinoma were included. The expression of C-myc gene was evaluated by immunohisto-

chemistry (Maxvision). The expression of HPV16/18 DNA was determined by hybridization in situ.

Results (1) The positive expression rate of C-myc was 20% (2/10) in normal cervical epithelium,

45%(9/20) in CIN and 66. 7 % (20/30 ) in cervical carcinoma respectively. The positive expression
rate of HPV16/18 DNA was 10%(1/10) in normal,50% (10/20) in CIN and 73. 3 %(22/30 ) in cer-

vical carcinoma respectively. Their difference were all significant(P<Z0. 0 5). (2) The positive expres-

sion rate of C-myc elevated with FIGO, histological grade and the lymph node metastasis. Their differ-

ence was significant(P<0. 0 5). (3) HPV16/18DNA was positively correlated with C-myc in cervical

carcinoma. Conclusion (1) High-risk HPV was positively correlated with C-myc in cervical carcino-

ma, supportting that C-myc gene is a target gene of high-risk HPV. (2) HPV had the vital clinical sig-

nificance of disease-screen and early diagnosis. (3)C-myc had important value to appraisal of the cervi-

cal carcinoma treatment result and estimate of the prognostic.
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Table 1 The expression of C-myc, HPV16/18 DNA

in different tissues of the cervix

) C-myc HPV16/18
Groups — —
+ Positive rate (%) + Positive rate (%))
CcC 30 20 66.7 22 73.3
CIN ~* 20 9 45" 10 50"
Normal contral 10 2 20" 1 107

Note: ™ ; P<0. 05 vs. CC
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Table 2 Expression of C-myc, HPV16/18 DNA in CC

and their correlation with clinicopathologic features

Clinicopathologic C-myc Positive HPV16/18

n

features rate(%)  Positive rate( %)

FIGO stage

I1~1 23 13(56.5) 17(73.9)

I~ 7 7C100) 5(71. 4
Hitsological grade

G1 8 3(37.5) 5062.5)

G2 10 6(60)” 7(70)

G3 12 110916  10(83.3)
Lymph node metastasis

Yes 6 6C100)” 5(83.3)

No 17 7(41. 1D 12(70.5)

Note: " : P<C0. 05 vs. stage | ~1I; ©:P<C0.05 us.
G1; 2. P<<0.05 vs. no lymph node metastasis
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Figure 1 Positive expression of C-myc in CC(Maxvision X 400)

B2 EHEALH HPVI6/18 PRMERIA (51 A42E X 400)
Figure 2 Positive expression of HPV16/18 DNA in CC
(hybridization in situ X 400)
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