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Abstract: Objective  To detect the mRNA expression of three CTAs (MAGE-A1,A3,A4) in retinoblas-
toma (RB) tissues and investigate the possibility of applying these antigens as the target antigens for RB
specific immunotherapy. Methods With reverse-transcription polymerase chain reaction (RT-PCR), the
mRNA expression of MAGE-A1,A3,A4 in 15 cases of RB tissues., 12 cases of nontumorous retina tis-
sues and 22 cases of normal ocular region tissues were detected. The results of expression and related
clinical parameters were analyzed with statistic analysis software. Results Among 15 cases of RB tis-
sues, MAGE-A1,A3,A4 mRNA were detected in 33. 33%6(5/15) , 46.67%(7/15), 33.33%(5/15) , re-
spectively. At least one of these three MAGEs were detected in 11 cases of RB tissues(73.33%), and at
least two of these three MAGEs were detected in 5 cases of RB tissues(33.33%). None of these three
MAGEsS can be detected in the 12 cases of nontumorous retina tissues and 22 cases of normal ocular re-
gion tissues. Conclusion With expressive frequency in RB, no relationship was found between the ex-
pression of these three MAGE genes and related clinical parameters (P>>0.05). MAGE-A1, A3, A4
might be potential target antigens for specific immunotherapy of RB.
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Table 1 Primers, PCR product and analysis of RT-PCR reaction condition

s o . Sequence Temp&.Time
Genes PCR primer sequence - - - cycles
length  Denaturation  Annealing Extension
MAGE-A1 P:5 /('(I(J PLG AAG GAA CCT GAC CCA G 3 . 421bp  94°C 1min 68.5C 1min 72°C 1min 35
R:5 GCT GGA ACC CTC ACT GGG TTG CC 3
MAGE-A3 P:5 /T(I(I AGG ACC AGA GGE CCCC 3 , 725bp  94°C 1min 68°C 1min 72°C 1min 35
R:5'GGA CGA TTA TCA GGA GGC CTG C 3
EIOAC O g 3GC C «/«‘\/ oA o . o . o .
MAGE-A4 P.5 GAG CAG ACA GGC CAA CCG 3 446 bp 94°C 1Tmin 68 °C 1min 72°C 1 min 15

R:5'GCC TGA CGC AGA GTC CTT 3’
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Table 2 Correlation of the expression of MAGE in RB and clinicopathologic parameters
Item ; MAGE-A1 MAGE-A3 MAGE-A4
(+) (+)% P (+) (+)% P (+) (+)% P

Gender

Male 7 1 14.29 2 28.57 2 28.57

Female 8 4 50. 00 0. 165 5 62. 50 0.216 3 37.50 0. 500
Age” (months)

<24 9 3 33.33 5 55.55 3 33.33

=>24 6 2 33.33 1. 000 2 33.33 0. 435 2 33.33 1. 000
Clinical stage

Intraocular stage 9 4 44, 44 4 44, 44 2 22,22

Glaucoma stage 4 1 25. 00 0. 383 3 0.75 0. 851 2 50. 00 0. 344

Extraocular stage 2 0 0 0 0 1 50. 00
Tumor size (mm)

<15 6 1 16. 67 2 33.33 3 50. 00

>15 9 4 44, 44 0.297 5 55.55 0. 435 2 22,22 0.297
Differentiation

Poor 7 1 14.29 3 42. 86 2 28.57

Well 8 4 50. 00 0. 165 4 50. 00 0. 800 3 37.50 0.738

Note: * : Age grouping according to monocular RB diagnosis time of chinese ophthalmology(2005. P2225)

P Ne T N T NT N T N

MAGE-A1 il

MAGE-A3

MAGE-A4 &

M: Marker (100~1 000 bp); P:positive control;
Ne:negative control; T:tumor; N:normal
1 MAGE-A1,A3 A4 E & RT-PCR 31
PR BE MR B AL FR Ik S A
Figure 1 Electrophoretic analysis of RT-PCR amplification
products of MAGE-A1,A3,A4 genes
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