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Effect of High-level Copper Diet on Expression of TrxR2 mRNA
and Reduction Activity of TrxR2 of Liver in Broiler
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Abstract: In order to examine the effect of high dietary copper on expression of TrxR2 mRNA in
liver,and the reduction activity of TrxR2, the experiment was conducted with two hundred
healthy 1 day-old Cobb broilers which were randomly divided into four groups based on diets as

1

follows: control group (Cu 11 mg * kg™ ' as the group [ ) and high copper groups (Cu content
110, 330, 550 mg *» kg, named group Il .lll and IV). The liver was taken from broiler in each
group at the 10", 30™ and 50" days, respectively, reduction activity of the liver TrxR2 was deter-
mined by the method of DTNB, and the testing material was liver mitochondria which has been
extraction from the liver, and the expression of the liver TrxR2 was determined by the method of
semi-quantification and reverse transcription polymerase chain reaction (RT-PCR). The results
showed that the reduction activity of liver TrxR2 decreased (P <C0.05) and the expression of
TrxR2 mRNA was reduced (P<C0.05)at 50 d of Group [V, the reduction activity of liver TrxR2
was increased(P<C0. 05) at 30 d and reduced (P>>0. 05)at 50 d of Group [l , The experiental re-

sults indicated that fed high copper diets (330-550 mg * kg') could decrease TraR2 mRNA ex-
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pression in the liver and increase the reduction activity of TrxR2 first, and decrease it on 50 days.
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Table 1 Parameters of the target gene primers

ERiSE-SES K 7515 H 74 /bp EE izl
Target gene No. of gene Product of target gene Primer sequence

TrxR2 NM.:001122691

Pactin L.O8165

573(613-1 185)

5'-TGCTACTGGAGGAAGACC-3'
5-GCTATTGCTGTGGGTGTC-3'
5 -“TCTTGGGTATGGAGTCCTG-3'
5-TAGAAGCATTTGCGGTGG-3'

331(865-1 195)
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Fig. 1 RT-PCR product of TrxR2 gene in liver
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Fig. 2 RT-PCR product of f-actin gene in liver
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Fig. 3 On the 10th day, four test groups of RT-PCR product of fractin mRNA in liver
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Fig. 4 On the 30th day, four test groups of RT-PCR product of f-actin mRNA in liver
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Fig. 5 On the 50th day, four test groups of RT-PCR product of f-actin mRNA in liver
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Fig. 6 RT-PCR product of TrxR2 mRNA in liver for the 10" day at four test groups
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Fig. 7 RT-PCR product of TrxR2 mRNA in liver for the 30" day at four test groups
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Fig. 8 RT-PCR product of TrxR2 mRNA in liver for the 50" day at four test groups
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Table 2 Effect of high-level copper diet on expression of

TrxR2 mRNA
2H 5 A HE B [E] /d Treatment time
Group 10 30 50
1 0.98+0. 09 1.0140.13%  1.094-0. 18"
I 0.9940.11% 1.0440. 18"  1.13=£0.15™
m 1. 0340, 154 1.0640.21%  1.1740. 24"
Y 1.1140. 194 1.0240. 08"  0.80=£0.09™

[f47 RS 5 B AH ) & 38R 22 5 8 8.3 (P=>>0. 05) , AN & 3%
IR ZE St E (P<L0. 05) 3 [/ /NG S BE A 7] & KR 2 7 A
F (P>0.05) , A[F#HFR2ESF BFHP<0.05, T

In the same row., the same capital superscript means no sig-
nificant difference (P <C0.05), the different capital super-
scripts mean significant difference; In the same column, the
same lowercase superscript means no signifiant difference,
the different lowercase superscripts mean significant differ-

ence. The same as below
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Table 3  Effect of high-level copper diet on the reduction ac-

tivity of TrxR2
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1 13.27+1.45% 13.50+1.17» 13.61+1.39™
II 13.43+1.46%  14.7542.23% 16.39+1. 88
I 14.21+1.53%  20.73+2.31%  14.86+1. 34"
v 15.46+£2.02%  12.6841.26"  7.3440.99™
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