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The Genetic Relationship between Polymorphism of H-FABP Gene and
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Abstract; This experiment was conducted to study the genetic relationship between polymorphism
of H-FABP gene and intramuscular fat content in swine. By using 148 pigs from four pig popula-
tions including Yanan, Dahe, Dawu and Duroc X (Yorkshire X Landrace), the genetic variations
in 5’ -upstream region and the second intron in porcine H-FABP gene were detected by PCR-
RFLP with restriction enzyme Hinf [ , Msp I , Hae Il » Hinf* 1. Genetic effect of H-FABP
gene on intramuscular fat content were analyzed by the fixed model in Duroc X (Yorkshire X L.and-
race) population. The results showed as follows: (1) 4 pig populations had polymorphism at
Hinf 1 and Msp | sites; At Hinf™ ] site, Duroc X (Yorkshire X Landrace) pig population had
polymorphism, but other pig populations had no polymorphism; At Hae [lI site, 3 pig popula-
tions had polymorphism except Yanan pigs. (2) H-FABP gene increased intramuscular in the or-
der of Hh>>HH, bb>Bb>BB, Aa>AA,DD>Dd>dd. These results indicated that H-FABP
gene could be regarded as candidate gene affecting intramuscular fat content in special pig popula-
tions.
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Table 1 Primer sequences, products position and corresponding PCR products size
T ] {57 /5 Site 25 (5'-3") Primer sequence FEY) K /N/bp Product size  FEY){vi B Product position

. GGACCCAAGATGCCTACGCCG o ' ) ) o
Hinf [ CTGCATCTTTGACCAAGAGG 693 5 -upstream (1 125-1 818)
Msp 1 . . .

ATTGCTTCGGTGTGTTTGAG o ®

g‘,‘“f]ﬂf TCAGGAATGGGAGTTATTGG 816 Intron 2(1 401-2 217)

m

@. 7Y E Y GenBank LMK X98558 FE A AHXT N : @. P &5 GenBank MY Y16180 5 51 AH X} if

D. Product position corresponding to the sequence Acc. No X98558 in GenBank; @. Product position corresponding to the se-

quence Acc. No Y16180 in GenBank
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Fig. 1 Agarose gel (3% ) image of 693 bp PCR product with
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Fig. 2 Agarose gel (3% ) image of 816 bp PCR product with
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Table 2 Genotype and allele frequencies of PCR-RFLPs of the H-FABP gene in 4 pig populations
Z LR A SETETE -3 e B 4 JNEES PNEEL ZICR A
SNPs Genotype and allele Yanan Dahe Dahewu DLY
HH 6 7 4 94
Hh 9 2 2 8
Hinf | hh 11 1 4 0
H 0. 404 0. 800 0.500 0.961
h 0.596 0. 200 0. 500 0.039
BB 0 0 0 7
Bb 0 0 0 25
Hinf" 1 bb 26 10 10 70
B 0. 000 0. 000 0. 000 0.191
b 1. 000 1. 000 1. 000 0. 809
AA 23 6 0 63
Aa 3 4 5 39
Msp 1 aa 0 0 5 0
A 0.943 0. 800 0. 250 0. 809
a 0.057 0. 200 0. 750 0.191
DD 26 9 2 4
Dd 0 1 6 41
Hae Il dd 0 0. 000 2 57
D 1. 000 0. 950 0.500 0.293
d 0. 000 0.050 0.500 0.707
3.048%, I A bb M BB Z ] 22 5l % (P~ (P<C0.01),JERRIAY Aa Xf IMF 5 ik 9800 (B K

fE Hae [I-RFLP {5 I, 3 K& DD.Dd 1 dd 9
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F1'2.091% BB dd 5 DD #il D Z [ 22 5 4% . %

T R 2. 527 % 3.361% . AR B E
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Table 3 Least squares means for IMF value of different of respective sites in H-FABP gene

EOEVINAIERT SN

EFY A E AR /A /N e B {E/ Yo P2/ % YNV PNV
SNPs Genotype Number LSM SD Min Max
HH 94 2.392"° 0. 780 0. 500 3.730
Hinf | Hh 8 3. 4964 1.470 1. 390 5.110
hh 0
BB 7 2.359% 0. 385 1. 540 2.490
Hinf* | Bb 25 2. 4507 1.018 0. 500 5.110
bb 70 3. 048 0.827 0.620 3. 900
AA 63 2.527" 0.732 0. 500 3.730
Msp 1 Aa 39 3.3614 0.779 1. 080 5.110
aa 0
DD 4 3.8524 0.230 2.030 2. 260
Hae Il Dd 41 2.9197 1.037 0. 500 5.110
dd 57 2.091°% 0.851 0.620 3. 900

[l — FU AR AT AN ) 5By 22 53 35 5 /NG TR OR Ky P<C0. 05, R P 8F R B % /KF 24 P<<0. 01

Values with different letters in the same row differ significantly; the lowercase letters show the level of 0. 05; the capital letters

show the level of 0. 01
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