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Study on SNP of LXRa Gene Exon2 and Its Association with

Some Meat Traits in Qinchuan Cattle
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(1. College of Animal Science and Technology s Northwest A& F University s Yangling 712100,
China; 2. National Beef Cattle Improvement Centre in China ,Yangling 712100, China)

Abstract: The aim of this study was to analyze the association between hereditary variation of bo-
vine LXRa exon2 and some meat traits. Four hundred and ninty-seven of 18-20 months old Qin-
chuan steers under identical feeding conditions were selected randomly and variation of LXRa
gene was analyzed by PCR-SSCP technique. The association between SNP locus and some meat
traits was analyzed using the general linear model (GLM) in SPSS program. One polymorphic
site T1530C was found (NC_007313). Genotypic variation had a significant effect on backfat
thickness, carcass length and marbling score (P<C0. 05). The carcass length of individuals with
BB and AB genotypes was significantly different from that of individuals with AA genotype (P<C
0.05). The marbling score and backfat thickness of individuals with BB genotype were signifi-
cantly different from that of individuals with AA genotype (P<C0.05). The results indicated that
BB genotype was favorable genotype at this SNP locus and was highly associated with seven meat
traits, which suggested that LXRa gene could be studied as a candidate gene for molecular marker
assisted selection(MAS).
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Fig. 1 PCR amplified products of LXRa gene exon2 in Qin-
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Table 1 Allele and genotype frequencies of the SSCP at LXRa gene exon2 locus in Qinchuan cattle

hn P B/ & FE R BT R Genotypic frequency SRR Allele frequency
Breed Quantity AA BB A B
# )11 4+ Qinchuan cattle 497 0.609 7(303) 0.352 1(175) 0.038 2(19) 0.785 7 0.214 3
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Table 2 Genetic diversity in LXRa gene exon2 locus in Qinchuan cattle
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Table 3 The association between variance analysis of SSCP in LXRa gene exon2 and meat traits

FE A A Genotype (Mean—+ SE)

Mk Trait

AA(303) AB(175) BB(19)
SERTTE R B & /kg Live weight (LW) 358.50+E54.76 411.65+18.78 457.20417. 32
M A i & /kg Carcass weight (CW) 174.50+30. 49 215.00£10. 46 236.15+9. 64
fil{& K /cm Carcass length (CL) 132.00+4. 99* 139.77+1. 71" 145.00+1. 58"
KA AL LIS Marbling score (MS) /1-5 1.2440.15° 1.500+£0. 45" 2.400=£0. 14"
AR LT A2 /cm® Loin muscle area (LMA) 72.34413.18 87.52+4.52 83.0744.17
= /em Backfat thickness (BF) 0.7640.07* 0.92+0. 19" 1.1240. 06"
i /kg Meat tenderness(MT) 2.17+0. 14 2.2940. 45 1.99+0. 15
%K J1/% Water holding capability (WHC) 0.2340.09 0.2340.08 0.2640.02

)47 B8 o AR 7 B AR S 3R 22 5 B3 (P<<0. 05) , TR P B AR A 678 22 e A 3 (P>>0. 05)

Different letters in the same row mean significant difference between the treatments(P<C0. 05) , the same letter in the same row

means not significant difference between treatments(P>>0. 05)
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