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Cloning of Goose LXReo Gene and the Effect of Overfeeding on Its mRNA Level

HAN Chun-chun, HUANG Xiao-yu, WANG Ji-wen”
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University s Ya'an 625014 ,China)

Abstract: To understand the effect of overfeeding on LXRa mRNA level, the Landes goose and Si-
chuan White goose were used to clone the partial gene sequence of Liver X Receptor « (LXRa) by
RT-PCR, and the effect of overfeeding on the transcriptional level of LXRe in liver and adipose
tissues was researched by SYBR-Green in this study. The result indicated that the obtained L XRqa
gene sequence was 1 005 bp, and had high similarity with other species. There were 8 amino acid
variation sites. The mRNA expression of LXRa gene was detected in liver, abdominal adipose
and subcutaneous adipose tissues of two breeds, while its expression level was the highest in liv-
er. Overfeeding significantly increased the mRNA expression of LXRqa gene in the three detected
tissues. In control group, the mRNA level of LXRq in liver of Landes goose was significantly
higher than that of Sichuan White goose, but the mRNA level of LXRq in abdominal adipose and
subcutaneous adipose tissues of Landes goose was significantly lower than that of Sichuan White
goose. In overfeeding group, the mRNA level of LXRq in liver and abdominal adipose tissues of
Sichuan White goose was significantly higher than that of LLandes goose, but there was no signifi-
cant difference at the mRNA level of subcutaneous adipose tissues between the two breeds. The
mRNA abundance of LXRa was positively correlated to the relative weight of liver, abdominal
adipose and subcutaneous adipose tissues after overfeeding, and the correlation in Landes goose
was stronger than that in Sichuan White goose. It was concluded that overfeeding induced the

significant increase of LXRa mRNA level in goose liver and adipose tissues, and the effect of o-
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verfeeding was difference between the two breeds.
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Numbers indicate the residue positions; Amino acids very highly conserved in these species are indicated as
dot; The different residue positions between goose and human are shaded

1 $BE5HEYM LXRa 2 ESEBF 53T

Fig. 1 Amino acid sequence alignment among goose and others species of LXRa gene
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Table 1 Effect of overfeeding on LXRae mRNA expression
g Xf B8 20 Control group Hifa 240 Overfed group
:F"/\ B RS (n=8) PJI R (n=9) WITERE (n=8) P H S (n=10)
1ssue
Landes goose Sichuan White goose Landes goose Sichuan White goose
AFIE Liver 1.000£0. 114~ 0.87740.094 2.12340.1459° 2.39740.241°"

0.390£0.072
0.515+0.011

K2 g Subcutaneous adipose tissue

f g Abdomen adipose tissue

0.83240.063""
0.86440.027""

1.51440.106°°
1.786+0.120°"

1.62940.113°9°
0.96940.061°

® L% PP R ) — 4b B A R E]E P<C0. 05 BF P<<0. 01 K ERIZES ;O OO, 20 B3R [ — b Fi & b 3547 28 7

P<C0.05 3¢ P<<0.01 KF FH%S

EE U

and P<0. 01, respectively

2.3 LXRe EERZSEHALBRNREBNX
#
% 2 £W,LXRa mRNA () %35 £ 5 5 1 g

% 2 HA/E LXRe mRNA Rix 5 & HLABEREEXSH

. Difference between two breeds at P<(0. 05 or P<C0. 01, respectively; O, OQO. Effect of overfeeding at P<(0. 05

A BNR A AT E R AE 2 A b Bl b #RL BLH W]R
IEAR G, B8RS B0 A OC TR R T I B R
(P<<0.05),

Table 2 Correlation analysis between LXRa mRNA abundance and relative weight of several tissues

1 g %/ % BW

Proportion of abdomen

‘A Breed

adipose tissue weight

BERR =/ % BW

Proportion of subcutaneous

JFE %/ Y BW
Proportion of

adipose tissue weight liver weight

POJ)Il H#E (n=10) Landes goose
B{E#S (n=28) Sichuan White goose

0.429"
0.489"

0.413"
0473"

0.4727"
0.492"
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Difference of correlative coefficient at P<C0. 05 or P<C0. 01, respectively
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T B0 AN TR & 3k 5 ) 5 B0 45 2 S0 i I DR
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YA SCMEIE ] T 3K A, W50 3 W R 51 S IS
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