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XRCC3 Thr241Met 3N L 515 45 5 9 98
Sy BE 1Y Meta 43 #F

INEHE MEE RATHE AR dKikdR
[#Z] BB FiT Xoray repair cross-complementing group 3 ( XRCC3) T241M F K £ 254 55 4% B i

SRR R, Ak BRI R T TAR AT ¢ XRCC3 Thi241 Met JE X 22 2545 5 45 B 5
SRR DG 2R I SR, B2 1 45 5 2% A 8 SCHR , B2 Meta S5 BT 400000 25 LRI 98 04T S B ME A 36, 1135 0 OR (8
FH 95% vl AR DX 6], I A TEUSME T RUR Rl n) vl &R ERSMEA 10 RSO ARDIF (45 E
i £ 13003 1] X BR 4011 i) . Meta S3HT25 R /R : XRCC3 Thr241 Met K608 2 A5 PEAEDF SR G2 b 5 45 1
173988 JC A S () S HEAE MT ws. TT: OR =0.942 ,95% CI =0.655 ~1.342 P =0. 745 ;MM/TT vs. TT: OR =0. 868 ,
95% CI=0.572 ~1.318 ,P =0.536 ; MM/MT wvs. TT: OR =0.948 ,95% CI =0.6491 ~1.383,P =0.738 ; MM uvs.
MT/TT:0R =0.907,95% CI =0.605 ~1.360 ,P =0. 636 , i@ i #1532 7347, &I XRCC3 Thi241 Met JE[H %
VS 45 H e oy AR TP A ERIIOIN AR h C 22 5. 8518 XRCC3 Thi241 Met JEK 285 BE 545 H
g R AN AE ] Yk e
(R823] ZEWME, S8, ST Meta 20T;  XRCC3 Thr241 Met JE[H
Meta-analysis on XRCC3 Thr241Met polymorphism and colorectal cancer susceptibility SUN Jing-feng,
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[ Abstract)
susceptibility of colorectal cancer. Methods

Objective  To investigate the association between polymorphism of XRCC3 Thi241Met and
Literatures under the same criteria about association between
polymorphism of XRCC3 Thr241Met and susceptibility of colorectal cancer were collected by computer -based retrieval
and manual retrieval. The pools ORs with 95% CI were calculated to assess the association strength between
polymorphism of XRCC3 Thr241Met and colorectal cancer risk using Meta methods . Sensitivity and publication bias
were evaluated. Results 10 literatures with domestic and foreign 3003 cases and 4011 controls were included. The
pooled result indicated that no significant association of this polymorphism with colorectal cancer was found (MT ws.
TT:0R =0.942,95% CI =0.655-1.342,P =0.745; MM/TT wvs. TT: OR =0.868,95% CI =0.572-1.318,P =
0.536 ;MM/MT vs. TT:OR =0. 948 ,95% CI =0.6491-1.383,P =0. 738 ; MM vs. MT/TT: OR =0.907 ,95% CI =
0.605-1.360,P = 0.636 ). No significant association was observed in subgroup analysis based on ethnicity .
Conclusions  There is no relationship between XRCC3 Thr241Met polymorphism and colorectal cancer
susceptibility .

Polymorphism , single nucleotide ; Meta-analysis ;
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o ARG R I 2R ] N AR B 2, L) Xeray re-
pair cross-complementing group 3" 5 XRCC3” “polymor-
phism” “ CRC” 5%, “ colorectal cancer” i¥,“ colorectal carci-
noma” ¥ 2 1A7E Pubmed . Embase 1 CBM #4744 2%
TEAEE 77 REAIR L XRCC3 ™« 240" “ 45 H
[ iR R F AR AT SCER A FR i ak 2 2 SR [ 9 1k
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—HER TS PR R AR

M geiter ot
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TR, 05 B ] 5 ROW AR | A7 S o 1 DU Bl
HLEON AL, 45511 OR fE A 95% AT {7 X[ (CT) 3%
7N, P<0.05 ARG AE X, St X
MRS, S B PERL B K HERE o = 0. 10, HeAdu Gz 38K v
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1. Meta Z3HTRYZE SR (£ 2) : XRCC3 Thi241 Met 3
K Z S HEAE A S Hh 5 45 0 9 T W) b %) G IR (MT
vs. TT:OR =0. 942 ,95% CI=0.655 ~1.342 P =0. 745 ;
MM/TT vs. TT: OR =0.868,95% CI =0.572 ~1.318,
P =0.536; MM/MT us. TT: OR = 0.948,95% CI =
0.6491 ~1.383 ,P =0.738 ;MM vs. MT/TT:OR =0. 907 ,
95% CI=0.605 ~1.360,P =0.636), #idFiGERE
O3HT B KB XRCC3 Thr241 Met JEH 285 545 4
19 5 TP AE N A FEFNBR N AFE TP A 255

2. SRR S EME S R A AL, — ok
52 I SR It A 5 1, T N BEAIL A2 7 v B
N FHFIBETT = AT P, SR 5 ATl 5 i o5 —
ASHIFIZINA 4S5 1) — BovE sl v, FAS 56
it Q KFR B v=k -1 10X M (F3),

3. WURWE T AT 6 Sk e
S F R PR AU 3 A T S i 25 35 4% T A e, BT LA S
Frix 6 0F5 22 AT US40, /T 9 X
kT S BB R A ARG, A IR OR Al 1E
A NBERAF AT 532 5 B vh IR 32 31 B 5 i 52 e
(UM Tranah 25" Hod J5 6 4% 9 50HE S Bk R 2% 2
2o 7s MR OR =0.885,95% CI =0.442 ~1.770,P =
0.72; ¥ OR =0.441,95% CI =0.081 ~2.389 ,P =
0.342; =& OR =0.786,95% CI =0.418 ~ 1.476,
P=0.454)

4. SCHR KRR 53 B « PFAh & 2R O Rr 32 28 3 1
T2} EFN Egger K555, I 2| EIZE P A 0F 98 ABE b SR
FEAXIFR (K1), Egger R 50 1925 AR B/ o B 10 &
Tl (R 4)  PEREs FnT 5 A R

Wit

iR Sy 2 5 DR R B35 AH DG 5005 1 22 8 1 S0 A B
R IEHESUE Y RS2, AT S 30 DNA AR, KER 4y
U G SRAS AN B B i 52 KR SO o AR R
fiteg % A T 4B AE T, DNA & & AL (40 XRCC3) *it
PR Yo o A e 2 0 0 e R A A ke 8 O T LI
o WIS F3E, XRCC3 Thr241 Met 128 4844 2338
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F 1 XRCC3 Thr241Met KK 2405 45 H 9 SUSE BT SCIRAS B 3%
-~ H% B R XRCC3 Thr241Met (5 TTORBI4L/ X TMORBIA/X MM ORGI4/%t WP )
B2/ %oF B2 451]) T4, i) R, fi) R4, i)
Tranah £5[%] WE EER 2004 835/1161 331/442 385/540 119/179 0. 774
Krupa %17 b= =N 2004 45/100 1/11 21/81 23/8 0. 001
Jin %18 o A7 2005 140/280 124/268 15/11 1/1 0.025
Stern 4[] EH FNE 2005 737/787 375/380 285/315 71/92 0. 034
Skjelbred %107 mE Em® 2006 157./399 64/138 73/201 20/60 0.342
Moreno 11T PEHEEF  EINK 2006 361/316 140/111 170/158 51/47 0. 447
Ruzzo % [1?] BHRA wing 2007 195/121 140/36 44/66 11/19 0.214
Yeh %13 i I 2007 721/734 660./658 60/74 172 0.958
Improt 45114 MRH mnER 2008 109/121 40/67 43/46 26/8 0.978
Wang %013 H A M 2010 59/291 36/197 22/85 1/9 0.963
e i g e 116 T TE 2011 80/80 47/61 31/18 2/1 0. 798
Canbay %17 +HH @k 2011 79/247 23/74 45/146 11/27 0. 001
Krupa 2518 W EmE 2011 100/100 36/50 55/47 9/3 0.039
Gil 210 b= =S 2012 132/100 55/51 65/36 12/13 0.113
Zhao %:[20] | RIA 2012 489,/965 357/846 89/81 43/38 0. 001
%2 XRCC3 Thi241 Met £:[H 2505 B 45 H 79 KUK Y Meta 7347
o MT vs. TT MM vs. TT MT/MM vs. TT MM vs. MT/TT
= OR(95% CI) P{a" OR(95% CI) pa® OR(95% CI) P{a" OR(95% CI) Pa*
A 0.942(0.655~1.342)  0.745  0.868(0.572~1.318)  0.536  0.948(0.649 ~1.383)  0.783  0.907(0.605 ~1.360)  0.636
Y 1.293(0.707 ~2.362)  0.404  0.874(0.254 ~3.003)  0.830 0.825(0.500 ~1.364)  0.435  0.774(0.224 ~2.670) 0. 685
Bin&  0.812(0.503 ~1.310)  0.393  0.866(0.550 ~1.364)  0.507  1.270(0.690 ~2.319)  0.454  0.920(0.585 ~1.444)  0.716
P AR, 2 P <0. 10 M 2R FIBEALIN AR L, 5 U SRe FH ] 2540 hv A 244
%3 XRCC3 Thi241 Met BN 2481 545 S HUSME A5 Q Kbk
. MT vs. TT MM vs. TT MT/MM vs. TT MM vs. MT/TT
- Nl ! P Pfi(%) XA P Pl(%) XM P Pfi(%) M Pl P Ay
J=¥i 56.26 0. 000 89.30 35.51 0. 000 77.50 67.68 0. 000 88.20 21.99 0. 005 63. 60
IAY 7.56 0.023 75.30 1.10 0.578 0.00 7.77 0. 021 74.39 0. 84 0. 657 0.00
HNE  46.72 0. 000 85. 80 34. 42 0. 000 85.50 58.09 0. 000 91. 40 211 0. 001 76. 30
4 XRCC3 Thi241 Met [N 225 55 45 B e REURRM: e 2 Ml ey S0 B
AR MT vs. TT MM vs. TT MT/MM vs. TT MM vs. MT/TT
Coef 0. 5539 -0.0175 0.7189 0. 1585
95% CI -4.9291 ~6. 0368 -3.0488 ~3.0137 ~5.2122 ~6. 6499 ~2.2912 ~2. 6083
PiE 0.818 0.989 0.783 0. 883
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