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Progress on the miRNA related with mammary gland development
and lactation
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Abstract: MicroRNAs (miRNAs) are non-coding RNAs that play important roles in post transcriptional regulation.
They are involved in the regulation of mammary gland development and lactation. In this paper, we summarized the expres-
sion pattern of miRNAs which varied with tissues and lactation stages, and the functions of several miRNAs are also briefly
reviewed. The objective of this work is to give reference for further study on miRNAs in mammary gland, and to provide
theoretical basis and ideas for the use of miRNAs in improving healthy development of mammary gland and regulating the

efficiency of lactation and the quality of milk.
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