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DR 10%-15% M KRB EREARAHN IR T 2HRRER _RIK. KUFEREKRFEDHELHR
XerC fu XerD TR EMRLH A LK dif 75, UEFEEAN T XERER_REME N 2K, EHEF
MWEHEH I RAEHLFHNEEER CTXO U f 57 7T A ESNEHINFHREK, BLEALAF TS
AEMEARLIRE, AEGRABFEHAE REERREDH XerC v XerD EAH, HESM AL KBATE dif 775
M. XerCD EABMERE M dif (L mAEME REER ZHFE, KALTREILEKR-RERS, RE KK LM
SEEE RS ECNREERIRT —M ZFENS®RE. XFEA XerCD/If {r A R B ELAEHE RER-R
WRE . SNREEE SN RS RAITEL
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Progress on XerCD/dif site-specific recombination
TIAN De-Qiao, WANG Yu-Min, ZHENG Tao
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Abstract: In Escherichia coli, 10% to 15% of growing bacteria produce chromosome dimers during DNA replication.
These dimers are resolved by XerC and XerD, two chromosome recombinases that target the dif sequence in the replication
terminus of chromosome. Phage CTX® integrates into vibrio cholerae chromosome in a site-specific manner. However,
CTX® genome does not encode any recombinase, while recombinase XerC and XerD, which is coded by vibrio cholerae
chromosome are required for the integration of CTX® into the vibrio cholerae chromosome. The CTX® integration site
overlaps with the dif site. The wide distribution of XerCD recombinase and dif site among bacteria genome suggests that it
may be universal in resolve of chromosome dimers and phage integration. In this article, we reviewed the research pro-

gresses on chromosome dimer resolve and phage integration through XerCD/dif site-specific recombination.
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