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Tsukamot 25" TF5¥ & B, miR-375 7€ & 4 1 %235 F 94, 1 miR-
375 BA R R VAPA A T 5L N 14-3-3zeta Al PDK1 335, 4
PURIIE P TR B, R BRI T2 — . Gao V4R
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