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Overexpression p73 Gene Inhibit VEGF, bFGF Expression in L ung Adenocarcinoma Cdll
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Abgract :Objective  To study the effect of overexpresson p73 gene on VEGF, bFGF expresson in lung

adenocarcinoma cell. Methods p73 gene was tranderred into A549 cell and H1299 cell by liposome and
the positive cell clones were chosen by G418. The V EGF and bFGF mRNA expression were detected by
RT-PCR, protein expresson were detected by western-blot. Results The V EGF, bFGF mRNA and pro-
tein expresson in A549 cell and H1299 cell were decreased after transerred p73 gene( P< 0. 05) . Condl u-
sion Overexpresson p73 gene can inhibit the V EGF and bFGF expression in lung adenocarcinoma, o it

can inhibit the angiogenesisin lung adenocarcinoma.
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