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Abstract:Objective Toinvesti gatetheex pressionofhumanmismatchesre  pair gene (h(MLHL/hMSH2 ) and

proliferatingcellnuclearanti  gen (PCNA) inlun gcanceranditssi gnificance. Methods  Expressionof
hMLHZ/hM SH2andPCNAin56caseswithlun gcancerwasexaminedb  yS - Pimmunohistochemicalstain -

ing. Results In56caseswithlun  gcancer,the positiveex pressionrateofhM LH1andhM SH2was35%and

28.6% respectively.The positiverateofhMLH1/hM SH2ex pressioninthe patientswithhi  ghandmiddledif -
ferential gradeswassi gnificantlyhi gherthanthatoftheothers (P<0.01) ,meanwhilethe positiverateof
caseswithl  ymphnodemetastasi swasl owerthanthatofthe patientswithoutl  ymphnodemetastasis (P <
0.05) .Itwasn 't positivelycorrelatedwith  pathologicalt ypes.In56caseswithlun  gcancer,PCNAlabelin  gin -
dex (PCNA-LI) inthe patientswithhi ghandmiddledifferentiadl  gradeswas owerthanthatoftheothers (P
<0.01) ,meanwhilethePCNA -Llof patientswithl ymphnodemetastasiswass  gnificantlyhi gherthanthat
of patientswithoutmetastasis (P <0.05 ) .PCNA -LIinhMLH1/hMSH2  positivelun gcancertissuewashi  gher
thanthatinhnMLH1/hM SH2ne gativetissue ( P <0.01 ). Conclusion Theabnormalex pressionofhMLH1/
hMSH2andPCNAmi  ghtbeinvolvedinthecarcino  gens processoflun gcancerandcorrel atedwithdifferential
gradesandl ymphnodemetastasis.

Kegwords: Lungcancer;Mismatchre pair genghMLH1;hMSH2;Proliferatin = gcellnuclearanti  gen;PCNA;
Immunohistochemisty
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