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Abstract:Obective  Toinvesti gatetheroleof p27""* ¢ yclinE proteinandPCNAontheoccurrenceand
progressof pancreaticcancer. Methods Expressionof p27""* ¢ yclinEandPCNAIntumortissuesandad jer
centtissuesof32  patientswith pancreaticcancerwasstudiedb  ySPimmunohistochemicaltechni  que. Results
p27" P! protein positive-expressionrateintumortissuesof pancreaticcancerwas 56.3% ,whichwaslowerthan
thatinad jacenttissues (P <0.05) , p27""* protein positive-expressioncorrelatedremarkabl  ywithtumorcell

differentiationandl ymphnodemetastasis

(P<0.05) ;c yclinEandPCNA protein positive-expressionratein

tumortissueswere  68.8% and 71.9% ,whichweredlhi  gherthanthatinad  jacenttissues (P <0.05) ,c y-
clinEandPCNA  positive-expressioncorrelatedremarkabl  ywithtumorcell differentiationandl ymphnode
metastasis (P<0.05). Conclusion p27"" c yclinEandPCNAma y playanim portantrolein  genesisand
progressionof pancreaticcancer.
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