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Abstract: Objective  To investigate the expression of Twist and IGF-1 in colorectal carcinomas and the
relation with clinical and pathological factors,and to analyze the interaction of Twist and IGF-1 on noso-
genesis of colorectal carcinomas and the prognosis of patients. Methods Immunohistochemical SP meth-
ods was adopted to examine the expression of Twist and Immunohistochemical SABC methods was adopt-
ed to examine the expression of IGF-1 in colorectal carcinomas(48 cases) and paracancerous normal tis-
sues(24 cases). Results The positive rates of Twist and IGF-1 in colorectal carcinomas(47.92% and
64.58%) were significantly higher than those in paracancerous normal tissues (12.50% and 16. 67%).
The overexpression of Twist and IGF-1 were significantly related with the tumor differentiation, the depth
of invasion, lymph node metastasis and the Dukes stage. The overexpression of Twist was aslo signifi-
cantly related with the 5 year survival state. The expression of Twist in colorectal carcinomas was obvi-
ously related with IGF-1. Conclusion The expression of Twist and IGF-1 may play a cooperative role in
the infiltration and metastasis of colorectal carcinomas. The positive expression of Twist indicates poor
prognosis and provide a valuable reference for the decision of prognosis.
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Table 1 The expression of Twist and IGF-1 in colorectal carcinomas and the relation with clinicopathologic features
Positive expression of Twist Positive expression of IGF-1
Item n — .
n Positive rates (%) Y P n Positive rates (%) Y P
Age(years)
<45 15 7 46. 67 0.014  =>0.05 11 73.33 1.576  >0.05
>45 33 16 48. 48 20 60. 61
Gender
Male 25 13 52. 00 0.349  =>0.05 16 64. 00 0. 008 =>0.05
Female 23 10 43, 48 15 65.22
Tumor size(cm)
<5 19 7 36. 84 1.545 >0.05 10 52.63 1.964  >0.05
=5 29 16 55.17 21 72. 41
Differentiation
Well, Medorate 31 13 41.94 1.255 >0.05 18 58. 06 1.626  =>0.05
Poor 17 10 58. 82 13 76. 47
Depth of invasion
Not to serosa 22 6 27.27 6.936  <<0.05 9 40. 91 9.952 <<0.05
To serosa 26 17 65. 38 22 84. 62
Lymph node metastasis
Yes 27 18 66. 67 8.694 <<0.05 22 81.48 8.586  <C0.05
No 21 5 23,81 9 42, 86
Dukes stage
A+B 21 5 23. 81 8.694 <0.05 9 42,86 8.586  <C0.05
C+D 27 18 66. 67 22 81. 48
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Table 2 The correlations of expression of

Twist and IGF-1 in colorectal carcinomas

. IGF-1
Twist n
- + ++ +++
- 25 1 8 5 1
+ 6 4 1 1 0
++ 7 0 4 2
-+ 10 1 1 3 5
Total 48 17 10 13 8
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Figure 1 Kaplan-Meier survival curves of

positive and negative expression of Twist
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Figure 2 Kaplan-Meier survival curves of

positive and negative expression of IGF-1

75 2B LA BB A L 2 A A L ok
PR PR A RS A IE R AR K
B, BORA R KB PR R IGE-1 (0 3 1 e i
S5 i UM BT I A R B DG . ARBIFSE
H IGF-1 78 K 2R PRk 2R R 64. 58 %0, it
2 SR I A BUN16. 67 % BGe TR AT 3
LR G X (P<<0.05), oA % I IGF-1
B BRI R 5 R 9 ) Dukes 438 8 ok EL 45
B R EE B E (P<C0. 05) , i k™ ffF 5y 45
(%% 765 T1)



