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Abstract: Objective ~ To detect the expression of Lunx mRNA in circulating tumor cells in peripheral
blood of no small cell lung cancer (NSCLC) patients with metaphase and advanced stage and to investi-
gate the effect and clinical significance of chemotherapy on circulating tumor cells. Methods ~ Sixty-three
patients with NSCLC of metaphase and advanced stage were treated with platinum based chemotherapy.
Lunx mRNA of their peripheral blood prior and posterior to the first course and the second course chemo-
therapy was detected and the curative effect after 2 cycles of chemotherapy was evaluated. Peripheral
blood of 10 patients with pulmonary benign lesions and 10 healthy volunteers was used as control. Results
The positive rate of Lunx mRNA in NSCLC patients was 73. 02% before chemotherapy, and in the con-
trol group was zero. The expression of Lunx mRNA had no close correlation with age. gender, patholog-
ical types and performance status score, and was closely related to clinical stages(P =0.05). After two
cycles of chemotherapy.the patients reached CR, PR, SD and PD were 0.,21,23, 16 respectively. The
positive rates of NSCLC patients after first and second cycles of chemotherapy were both 38. 33 % , which
was significant decreased compared with those before therapy(P = 0. 00). The expression rates of Lunx
mRNA in patients with PR, SD and PD were 23. 81%, 26.09% and 75. 00% respectively. The positive
rates of PR and SD were significantly decreased compared with that prior to therapy (P =10.01 and P =
0. 00, respectively). But the positive rates of PD was similar to that of prior treatment (P = 0. 65). Con-
clusion Lunx mRNA was a favourable tumor marker to predict micrometastases in NSCLC patients.
Lunx mRNA expression in peripheral blood was highly correlated with clinical stage of NSCLC patients.
The positive rate of circulating tumor cells in peripheral blood was markedly decreased in patients with
PR or SD, rather than that with PD. The descent of positive rate was not a course-depended. It suggests
that the detection of Lunx mRNA in peripheral blood should be able to optimize therapeutic strategies.
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Table 1 Correlation between the expression of

Lunx mRNA and clinical characteristics

Lunx mRNA N
Item L
positive negative
Age
<60 37 26 11
= 0.340.56
=60 26 20 6
Gender
Male 34 24 10
0.22 0. 64
Female 29 22 7
Pathological types
Adenocarcinoma 34 25 9
4 0.01 0,92
Squamous cell carcinoma 29 21 8
Clinical stage
I 31 19 12
) 4.260.04
I\ 32 27 5
Behavioral state score
0~1 41 27 14
3. 06 0. 08
=) 2 19 3

F2 {yrEiESMNE N Lunx mRNA 3R 1%
Table 2 The expression of Lunx mRNA in peripheral
blood before and after chemotherapy

Lunx mRNA
Time n positive rate ¥’ P
+ —
Y0
Prechemotherapy 60 43 17 71.67
Chemotherapy cycle 1 60 23 37 38.33  13.470.00
Chemotherapy cycle 2 60 23 37 38.33
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Table 3 Relation both the expression of
Lunx mRNA and curative effect

PR(N=21) SD(N=23) PD(N=16)
+ - + - + -

Time

Prechernotherapy(%) ~ 14(66,67) 7(33.33) 16(69.57) 7(30,43) 14(87.50) 2(12.50)

Postchernotherapy( %)~ 5(23,81)16(76.19)  6(26,09) 17(73,91) 12(75.00)  4(25.00)
Xz 7.79 8,71
0.01 0.00 0. 65
1 2 3 4
416 bp
189 bp

1 {L77RI/E Lunx mRNA #0045 R
Figure 1 The expression of Lunx mRNA in peripheral
blood before and after chemotherapy
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