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Detected Results of Tumor Markers Using Protein Biochip Compared with EL ISA Method
ZHEN G Hang, ZUO Qiang, L UO Rong-cheng
Cancer Center, Nanfang Hospital, The Southern Medical University, Guangzhou 510515, China

Abgtract :Objective  To evaluate the detected difference of tumor markers between protein biochip and
EL ISA method. Methods The serum levels of 3 common used tumor markers, including AFP, CA199,
and CEA , were measured with the G 12 protein biochip detective systemin 50 primary hepatic cancer pa
tients, 17 patients with liver cirrhoss, 16 patients with chronic hepatitis and 40 healthy persons. Mean-
while, the 3 tumor markers serum level s were a0 detected by B ISA. Results Combined measured pos
itive rate and specificity for PHC were 78.00 % and 82. 19 % when the 3 tumor markers were measured
with protein biochip , but the postive rate and specificity were 78.00 % and 75.34 % by EL ISA. There
wasrit sgnificant difference between these two methods( P> 0.05) . The coincident rate was 92. 95 %, and
spearman rank correlation was 0.842( P<0.001) . Conclusion  Protein biochip could be measured the ser-
um tumor markers levels accurately , and it was more quickly and conveniently than traditional methods.
It could be used as a common means for the measurement of tumor markers.
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SPSS 10.0 ,
. X’ , X*s :
2.1
PHC
(P=0.016 P<0.001 P<
0.001) ; CA199 AFP
(F=4.40 P=0.006; F=19.46 P<
0.001) , CEA (p=
0. 256) CA199 AFP
CEA 3 , PHC
78.00 %, 82.19 %,
75.00 %, 84.51 %, 80.49 %,
1
1 C12 (Xt s%)
CA199( %) AFP( %) CEA(%)
PHC 42.67+56.46 69.89+61.28 4.61%14.54 78.00 %
(34.00) (64.00) (8.33)  (39/50)
44.31£50.53 26.06+53.17 6.83+12.1 47.06%
(41.18) (17.65) (11.76)  (8/17)
20.43+22.74 11.44+20.14 2.33%+3.98 25.00
(18.75) (25.00) (6.25) (4/16)
14.00+£9.78 1.61+3.01 1.40%0.80 2.50
(2.50) (0) (0) (1/40)
2.2 ELISA
PHC
(P<0.001) ,
(P=0.123) ; CA199 AFP
(F=5.81 P=0.001; F=
16.40 P<0.001), CEA

(P =0.122) EL ISA CA199
AFP CEA 3 , PHC
78.00 %, 75.34 %,
68.42 %, 83.33 %, 76.42 %,
2
2 BISA (xt9
CA199( %) AFP( %) CEA (%)
PHC 61.61+77.86 198.51+208.6 5.70+15.32 78.00 %
(36.00) (68.00) (8.33)  (39/50)
79.13+89.23 59.12+136.24 6.55+13.2 58.82%
(47.06) (23.53) (5.88) (10/17)
38.37+64.80 10.36+17.90 0.82+0.85 31.25
(31.25) (18.75) (0) (5/16)
14.06+14.55 3.23+5.58 1.24+0.99 7.50
(5.00) (2.50) (0) (3/40)
2.3 EL ISA
EL ISA 123
, CA199
AFP EL ISA (P=0.043 P<
0.001) , 35U/ ml 20ng/ mi ,
91.06% 94.31 %, r
0.860 0.881(P<0.001); CEA
(P=0.932) , 93.50 %,
r 0.924(P<0.001)
92.95 %(343/ 369) , r=0.842(P<
0.001) , 3
3 ELISA 3
(xx9
ELISA r P
91.06 %
CA199 30.68 +43.58 45.55 +68.25 (112/123) 0.860 <0.001
94.31%
AFP 34.03i53.6691.271167.99(116/123) 0.881 <0.001
93.50 %
CEA 3.15+9.48 3.05+8.87 (115/123) 0.924 <0.001
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