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Significance of Heat Shock Protein gp96 Expression in Laryngeal Squamous Carcinomas
LU Xiu Ying,L 1 Xiao-Ming ,MA Jing

Department of Otorhinolaryngology and Neck Surgery, Bethune International Peace Hospital of
PLA , Shijiazhuang 050082, China

Abgtract :Objective  To study the expresson and clinical significance of heat shock protein gp96 in laryn-
geal squamous carcinomas. Methods The expresson of gp96 proteinin 46 laryngea squamous carcino-
mas was detected by immunohistochemical staining and its correlations with clinicalpathological factors
were analyzed. Results The expresson of gp96 inlaryngeal squamous carcinomas of the group T: 2> was
stronger than that in the group Ts: 4. There was remarkable difference between the two groups( P <
0.05). The expresson of gp96 in laryngeal squamous carcinomas of pathological stage  group was
stronger than that in the pathological stage group. There was striking diff erence between the two
groups(P<0.05). The expressonof gp96inlaryngeal squamous carcinomas with lymph node metastass
was sgnificantly lower than that in group without lymph node metastasis( P<0.01). The expression of
gp96 had no relation with the elements such as age( P=0.680) , sex( P=0.888) , smoking history( P =
0.819) , tumor ste( P=0.580). Conclusion The resultsindicate that expression of gp96 protein play a
important role in development of laryngea squamous carcinomas. It can be a mark to predict the progno-
ssof laryngeal squamous carcinomas.
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Apoptosis of BcaCD885 Cell Mediated by Human bax Gene
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Abgtract :Objective  To study the change of apoptoss by bax gene in human buccal mucosa carcinoma
BcaCD885 cells. Methods Trandected recombinant human Bax gene plasmid and contral plasmid into
BcaCD885 cells. The BcaCD885 cells were examined morphologically through haematoxylin-eos nophil
(HE) staining. The apoptos's qualification of the BcaCD885 cell s was examined through terminal deoxy-
nucleotidyl transferase-mediated dU TP nick-end labelling technique (TUNEL) . The apoptoss rate of the
BcaCD885 cell s was measured with flow cytometry. Results The bax gene transected BcaCD885 cells
had apoptoss morphological features. Many TUNEL postive red staining cells were found in the bax
gene trandected BcaCD885 cells. There were sgnificant differences in the apoptotic rates between the
bax gene trandected BcaCD885 and the control BcaCD885 cells and the control plasmid transected
BcaCD885 cells (P<0.01). Conclusion The recombinant human bax gene plasmid pORFh bax&l can
promote the apoptotic rate of the BcaCD885 cells.
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