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Abgtract :Objective  To investigate the difference of DNA copy number and gene expresson on chromo-
some and their correlation with taxol-res stance of ovarian carcinoma. Methods Comparative genomic hy-
bridization and RT- PCR technique were performed on the taxol-res stant cell lines and ovarian cancer tis-
sues to compare the genomic alteration of chromosome and the hmsh2 gene expresson. Results CGH re-
sults showed that the most interesting finding was the amplification of 2p22 in OC3/ Tax300. Over-ex-
presson of hmsh2 genein OC3/ Tax300 was detected. The positive expresson rates of hmsh2 had sgnifi-
cant difference between group 1 (93.9 %,31/33) and group 2 (47.6 %,10/ 21) . The positive rate in poor
differential cancer was 93. 3 % ,higher than that of 54.2 %in moderate and well differentia cancers signif-
icantly. Conclusion Amplification of 2p22 on chromosome and over-expression of hmsh2 gene may be as-
ciated with taxol-res stance of ovarian carcinoma.
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