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Abstract: Objective To investigate the species composition and population density of mosquitoes and the prevalence of
Japanese encephalitis virus (JEV) infection in Linyi county of Shanxi province, China. Methods Mosquitoes were collected by
light traps and used for identification of JEV. NS1 sequences of JEV were amplified using RT-PCR from mosquito nucleic acid.
Samples with positive amplification of NS1 were further sequenced. Results A total of 4424 mosquitoes (6 species, 4 genera)
were collected, of which 52.0% were Culex tritaeniorhynchus, 41.2% were Cx. pipiens pallens, and few were Anopheles sinensis and
other species. Mosquito density gradually increased from June to August. The constituent ratio of Cx. tritaeniorhynchus among all
mosquitoes increased month by month. A total of 2109 individuals of Cx. tritaeniorhynchus were pooled into 77 batches before
nucleic acid detection of JEV, of which 10 batches were positive. Five of the positive samples were sequenced, and alignment
with GenBank sequences indicated the presence of genotype I JEV. Conclusion The mosquito density is high in July and
August in Linyi county, and the constituent ratio of Cx. tritaeniorhynchus and JEV positive rate are relatively high. The two
indices could be used as important early warning indicators for prevention of Japanese encephalitis.
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Table 1 The species and constituent ratios of mosquitoes
in four villages or towns in Linyi county of Shanxi province
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Figure 1 Mosquito species and monthly variation in Linyi county
of Shanxi province from June to August, 2009
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Table 2 The comparison of mosquito species and number
between pig-breeding and non-pig-breeding farmers
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Table 3 The detection of JEV sequences from nucleic acid

of Cx. iritaeniorhynchus captured in Linyi county of Shanxi province
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Figure 2 The phylogenetic tree based on the partial NS1 sequences of five JEV isolates detected in mosquitoes captured

from Linyi county of Shanxi province
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