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[Abstract] Objective To explore the correlation of the expression levels of the fat mass and
obesity-associated gene(FTO) and type 2 diabetes. Methods 135 cases with type 2 diabetes mellitus in
Henan province were selected as experimental subjects, divided into obese group(n=60 cases) and
non-obese group (n=75 cases), and selected people who were diagnosed as normal person in the
department of physical examination as control group (51 cases). Meanwhile the expression level of FTO
mRNA was detected by reverse transcription-polymerase chain reaction (RT-PCR), and the expression level
of FTO protein was measured by enzyme-linked immunosorbent assay (ELISA), and then, analysing the
correlation between the expression level of FTO gene and clinical parameters of type 2 diabetes. Results The
expression level of FTO gene in obese and non-obese group of type 2 diabetic patients were higher than
normal group (P<0.05); and FTO mRNA and protein expression level were positively correlated with
systolic blood pressure, diastolic blood pressure, fasting insulin (FINS), homeostasis model insulin
resistance index (HOMA-IR), fasting blood glucose (FBG) and 2 h BG, HbA1C, 24 h Alb and TC (P<0.05),
but were inversely related to HDL-L (P<0.05), and had no relationship with BMI. Logistic regression
analysis showed: BMI, TG, HOMA-IR, the expression levels of FTO gene and FTO protein were the major
risk factors for type 2 diabetes. Conclusion The FTO expression levels of newly diagnosed type 2
diabetes is significantly increased, FTO gene may be one of early predictors of type 2 diabetes.
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1 =R (x£9)
2153 kA FRR, X *s) % Brem, X +s) K (kg, X+s)  BMI(kg/m? X£s) M (cm, X +5s)
2 T SR 9 AR MR R4 75 52.94+11.32 38/37 165.84+8.38 64.67+10.77° 23.24+2.64° 82.3049.07°
2 TR R N AR 60 47.42+10.62 26/34 163.88+7.11 78.69+11.79° 29.72+3.54% 105.30+8.17°
1 AL 51 48.80+16.10 24127 162.46+8.75 63.38+10.61 23.9743.07 82.8+8.16
15 - JERE L Wi FTIK I A FINS HOMA-IR
(X+£s) (mmHg, X+s) (mmHg, X*s) (Xt£s) (mU/L, X+s) (X+£s)
2 TOHE R 9 AR MR R4 75 0.85+0.08° 137.61+24.32 85.69+12.09" 15.80+7.86 8.70+5.68"™ 3.55+1.83%
2 TR R I A 60 0.97+0.09* 135.32+19.15 85.43+13.98" 16.87+9.78 12.40%9.36° 471345
TE 50 R4 51 0.88+0.08 127.46+15.61 77.13£10.72 16.85+4.86 7.14+3.94 1.90+1.22
. FPG(mmol/L, OGTT 2h HbAlc 24 h Alb ALT AST
415 1% _ _ _ _ _ =
Xts) (mmol/L, X +5s) (%, X£s) (mg/L, X £5) (UL, X*s) (UL, X*s)
2 T pR 9 AR DE R 2 75 8.83+2.47° 17.87+5.14 8.84+2.47° 4.50+0.73° 3.13+0.19 3.29+0.06
2 BUBE PR 4L 60 8.10+2.62° 15.19+4.70° 8.20+1.70* 3.84+0.23" 3.62+0.26 3.14+0.18
TE % HRA 51 6.33+2.79 7.50+3.40 7.00+2.44 2.12+0.08 3.45+0.17 3.16+0.20
0 1% TG(mmol/L, X+s)  HDL-C(mmol/L,Xx+s)  LDL-C(mmol/L,X+s) hs-CRP[mg/L, 3 Z (P4 43z [ #)]
2 BURE PR AR AT B4 75 2.00+2.15° 1.06+0.38° 2.67+1.05° 0.91(0.40,2.04)°
2 TR R s NE TR 60 2.85+2.52° 0.99+0.22° 2.45+0.82° 1.42(1.42,4.45)
1 AL 51 1.48+0.64 1.25+0.14 2.03+0.78 4.94(0.34,14.04)

e HIERALE, P<0.05, °P<0.01; Y5 2 BUMERGIEREAL LS, P<<0.05, ‘P<0.01; FPG: “¥IGMLFE; FINS: #¥MEMii2:; HbAlc: Hifk

MATEE: ALT: BNEZN; AST: AL, TC. IHEE; TG: HM=M; HDL-C: &% I8 = I

hs-CRP: i C oMk 1; HOMA-IR: Fazshiatps i) ZHRpida
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AT R I: FTO mRNA M8 A&k K5
Wi s . 475K . FINS. HOMA-IR. FBG. 2 h BG.
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LDL-C: I%2 & i 8 1 A [l 97 5

M (R3), ZRAG RN (P<0.05).

=2 =/ FTOmRNA } FTO EHEEK LK (x+s)

415 Bl FTO/GAPDH FTO #&(ng/L)
2 BUBE PR ARAC A 75 0.437+0.095" 79.41%6.925
2 Tk R i NE AL 60 0.454+0.124° 100.33+9.179"
1 X R AL 51 0.182:+0.144 43.36+6.710

W HIEH4IE, *P<0.05, "P<<0.01; 5 2 UL AL
i, P<0.05

R3O MM &l

: FTO mRNA FTO &1
i H

r i P {H r i P {H
FR () 0.047 0.787 -0.070 0.068
gebi] -0.177 0.302 -0.196 0.252
BMI(kg/m?) 0.241 0.157 0.490 0.052
T (cm) 0.288 0.089 0.504 0.052
W4 s (mmHg) 0.633 <0.001 0.431 0.009
#77K K (mmHg) 0.518 0.001 0.351 0.036
FINS(mU/L) 0.348 0.038 0.340 0.042
HOMA-IR 0.391 0.018 0.317 0.042
FPG(mmol/L) 0.687 <0.001 0.428 0.009
OGTT 2 h(mmol/L) 0.683 <0.001 0.514 0.001
HbAlc 0.540 0.001 0.458 0.005
24 h Alb(mg/L) 0.643 <0.001 0.426 0.010
TG(mmol/L) 0.222 0.192 0.099 0.564
TC(mmol/L) 0.551 <0.001 0.445 0.007
HDL-C(mmol/L) -5.587 <0.001 -0.485 0.003
LDL-C(mmol/L) 0.186 0.278 0.142 0.407
hs-CRP(mg/L) 0.135 0.432 0.055 0.750
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DL AT A 2 BOBR R A AL 5, DAAEES . BMIL
WHR. SBP. DBP. FINS. HOMA-IR. FPG., OGTT
2 h. HbAlc. 24 hAlb, TG. TC. HDL-C. LDL-C.
hs-CRP & FTO & HZRIAKN- A A4, [HJH4Hr
7R BMI. TG. HOMA-IR. FTO 3P KAEHA#E
IRV R 2 OB R ) R B GR E (R 4,

F 4 Logistic [FI)T53H745 H

B fmiEHR% PME AedEmIEDARE OR{A

BMI 0.145 0.000 0.436 1.154

TG 0.255 0.000 0.442 1.302

HOMA-IR 1.149 0.01 0.763 4.452

FTO mRNA 0.322 0.004 0.345 1.153

FTO &1 0.436 0.002 0.384 1675
Wit
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